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1.1

Rice Dwarf Virus (RDV)

Rice dwarf phytoreovirus (RDV) is a member of the phytorcovirus genus withia the Reoviridae family, it

causes a serious diseass of rice in Asia. RDV is wansmitted by Vephotersix cincticeps or Recilia dorsalis, -

The virus can replicate in the insect and i5 transmitted to the next generation by cggs. RDV is an

© tcosahedral doubla-shelled particle of approximately 70 nm in diameter. The core particle is composed of

12 segments of double-siranded RNA (dsRNA) and six different structural proteins, and it is encapsulated
by a capsid that consists of the P2, P3 and P8 proteins.

Nomenelature Morphology and Structyre

Svmptoms and Host Range

1
Fig.1 Homepage of RDV Genome Database

1.2
1 Nomenclature
1.1 Acronym
1.2 Taxonomy
1.3 Strain
1.4 ICTV decimal code © MEREREREYHRFATHEAHESD htep://journals. im ac. en



1.5 Isolates
2 Morphology and Structure ’
2.1 Morphology
2.1.1 Diameter
2.1.2 Shell Thickness
2.1.3 Shape
2.1.4 Outer Capsid
2.1.5 Triangular Number T
2.2 Crystal Parameters
2.2.1 Space Group
2.2.2 Cell Parameters
2.3 3 -D Structure
2.3.1 CryoEM 50A Resolution Structure *
2.3.2 CryoEM 25A Resolution Structure °
3 Symptoms and Host Range
.1 Natural Host Range and Symptoms
.2 Experimental Host Range and Symptoms
.3 Diagnostic Propagational and Assay Host Range
.4 Susceptible Hosts

.6 Transmission

.7 Geographic Distribution

.8 Ecology and Control
3.9 Diagnostic and Methods

4 Physical and Biochemical Properties

3
3
3
3
3.5 Insusceptible Hosts
3
3
3

4.1 Properties of particles in sap
4.2 Purification method
4.3 Particle morphology
4.4 Physical properties
4.5 Biochemical properties
4.6 Antigenic Properties
4.6.1 Serological Relationships
4.6.2 Diagnosis
5 Genome
5.1 Structure 8718
5.2 Comparison of 5 terminus and 3 terminus of 3 phytoreoviruses
12 19~21

5.3 Function

6 Reference © PERFREHBEDFRMATIRKSHIESS http://journals. im. ac. cn
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2
80 1895
RDV
2.1 RDV
2.2 RDV
CryoEM 50A  25A
2.3 RDV
RDV
2.4 RDV
RNA
2.5 RDV
2.5.1
GenBank
RDV
1
1 RDV
Table 1 RDV genome segment data format
Fields Explanation
DEFINITION
GenBank GenBank AC- GenBank RDV GenBank
CESSION
KEYWORD
) AUTHORS TITLE JOUR-
REFERENCE
NAL MEDLINE RDV
PCR
METHOD
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1
Fields Explanation
ORF
FEATURES
BASE COUNT A CUG
SEQUENCE
2.5.2 RNASY 3
RDV WTV RGDV
RNAS 3
2.5.3 PAGE
12 S1-12 S1 S2 S3 S5 S7 S8 P1
P2 P3 P5 P7 P8 S11 2 Pnslla
Pnsllb S12 ORF
2.6
RDV

3

HTML CGI

EMBL Oracle GDB
Sybase SRS
Medline
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CONSTRUCTION OF RICE DWARF VIRUS GENOME DATABASE "

Wang Jianmin Luo Jingchu Li Yi Qu Hong Wu Guangyao Gu Xiaocheng ™ *
College of Life Sciences Peking University Beijing 100871 China

Abstract Secondary database construction is an important subject in the field of bioinformat-
ics. As the full genomic sequences of some organisms are being completed and followed by
structural and functional studies construction of secondary database becomes essential on the
agenda. The rice dwarf virus RDV is a pathogen infecting rice in China Japan and the
Southeastern Asia region and leading to considerable economic loss. Based on the data gener-
ated from recent genomic research and earlier biochemical studies scattered in various primary
databases and scientific journals we have constructed a compact user-friendly and non-redun-
dant job-oriented secondary database. This work will provide compiled useful information for
plant molecular biologists as well as in achieving preliminary experiences in secondary
database construction.
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