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EXPRESSION OF a-ACETOLACTATE DECARBOXYLASE GENE
FROM BACILLUS SUBTILIS IN BREWER’ S YEAST™

Guo Wenjie He Xiuping Tie Cuijuan Zhang Borun
Institute of Microbiology The Chinese Academy of Sciences Beijing 100080 China

Abstract Yeast YIp-type expression recombinant plasmid pCMA2-1 was constructed. The ex-
pression of a-acetolactate decarboxylase gene from Bacillus subtilis was controled by CUP1 promot-
er and its own terminator. The recombinant plasmid pCMA2-1 was introduced into the brewer’ s
yeast PJ3-5. Transformants were selected using copper resistance as selected marker. The results of
activity assay showed that PJ3-5 didn’ t produce a-acetolactate decarboxylase ALDC  where as the
activity of a-ALDC in transformants were induced by copper sulfate. The laboratory scale fermenta-
tion test confirmed that the total diacetyl concentration was reduced effectively by a-ALDC in trans-
formant.
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