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HAERERAMESEG AN —LEZEY, YL TERGZ AIIRREN, KU HAMMET
EWR—FE RN EBEERE, B FEE(fruiting body). HENHBCHE N —HEALBHELEN
BHBHBRNE., FruA REEE T RANE | MAFHBREEREFR B EEANSRERE
Pk T2FER. BIOEHTF FruA E%?Eﬁﬁ%[ﬁlﬂﬂ,ﬁﬁﬁﬁﬁ? TnV X R B BRER frud BB
FruAlTeQS #ITHNESE SR E —hkEREER AT (B TFER)RE X R EH XMI1206, KT H
5 TV il AR A S IINGE, RAVH —E M XMI1206 P EEHE TnVid ATMENSN DNARE.
1 MHEfF %
1.1 ER Em RS NN
1.1.1 BRI fE# ; Myxrococcus xamthus DZF1 %6 80 o8 B A BU B BR : frud 11 Tel5 4 fruA B AR 8%,
A BAPEATHF RAEZE A, BH pTF1 5 pBR322 PRE T K 6kb 1 TnV(pBR322 1!
TnV),H Dr.S. Inouye § 1% .
1.1.2 3 & . TPM B & 83 & ; 10mmol/L Tris-HCI{pH7. &), lmmeol 1. KH,PO4,8mmel L MgSO,,
1.5% B 5 CYE MR 3 B (% ) :Cusitone 1, Yeast extract 0.5, MgS0,7H,0 0.1,pH7.6.
1.1.3 RAAMTAM . TEAMOAEEEH TAEAL AN BM &8, F MK DNA #FIT . R
HH & H amersham pharmacia biotech 7 & .
1.2 DNA 1k

DNA SR HC . difb R4 b 3K 8 % 8 F 35 #6971 1 Southern S X 17 S L B0 Bt AT 44K,
1.3 TnV & A fruA .. Tcf25

RABELE. M frud TS FCYEBAERAE OCREBHF S BHAEEL 10° HHE/mL,
BB, CREKSEE 3K, RERPHMT 12100 IR X E A+, K 40uL A5 2ul DNA
(0.5~1.5ug)BS, ¥ E cuvette(Bic-Rad) . BEFEILEM N 0.65kV,4000,25uF , 9Imsec, BETLE WA
fil i1mL CYE,30C BFEHEH ShIS 5K @& CYE (0.7%FH B, W F & 40ug/mL FHRBRD
CYE B & ¥ 4,300 SR 3% 4~ 5d.

1.4 ZWEERIEH MR

WCYERAKTHEPNERBERAEEEEESMHT TPM ¥4 ,30CHEF 1~2d, BHEFREM
MMEEER T CYERBHAE,OCRGH R ZTHIEHE L 10° 4 M /mL, & 0 (4000 x g, 4T,
10min), BB MK F 1715 k#H TM 28 i # (10mmol/L Tris-HCl pH?. 6, 8mmol/L MgSO, ), S ¥ F

"EHK H KBRS YR B (39800079)
M B (1065- ), B WL BME TR TR AONEFEHSHEETRIEY,
U 7 B M :2000-04-28 , 4 B A 83 :2000-07-24 .

© PERZERMEDARITATESHESD http://journals. im. ac. cn



242 ™ =3 L] % i 4 41 3

TPM 3 8 ¥ # (10p1/spot) , 30T 3% 1~2d,# — S BIEF XKW .

2 4R

2.1 EWEINRERNSTE

TnV £ TS LY, CEFRBRRUEENRIMERLFF IS0, 2MBATRARBHEE
$ pSCI01 M EHEA, TnV T IS BA AR REGANTALEK. B Tns —8 , TnVEARER
HAHEFRBRAE,. B TFHE. fudl TS HEATFREY frud BB EH,H ToV ¥ frudll TS
HTHIREE NEW TR B R EBEPREE TREFERFEANRTEHERER
XM1206,
2.2 XM1206 &K TnV i KBS HF

BT A XM1206 B & FiEAF ToV, ¥ XMI1206 $: &4 DNA B EcoRI M1 BamHI & 51 8§47,
A pTF1 X4 347 Southern 23 4+ #fo B F TnV X EcoRI # BamHI R 3 £ & , B it 4% 32 B 3% & i
MRS, A/DEEHR TnV FBA TnV W S EcoRI R BamHI FBZfM. AB 1-a TLUEH
B & : (1) EcoRI 7 BamHI MUY A RARZMA S, BY XM1206 BEAFEAT TnV;(2) EcoRI
MYUBTE 0k EHMBEHAR, BanHI B EFE 75k EEHBEER R, F TnVH KM
okb, B AT AMERHEA TnV 2 W% FAREFEE A EcoRI A B 4kb, BamHI B K 1.5kb. 3 T RiE
X, \ B4 R W # DZF1 #R 4 & DNA, EcoRI B BamHI 41 )5 L3k JHE B8, 5 M XM1206
ABE TaVEEME L@ EFER(RER 2.3)#1T Southern &%, B 1-b TR G, AERFHRANG
M EERY S, HHE 1-a PEMIAYH 23kb MBRXEES  AHEMTRLHE.
2.3 XM1206 et fkch TnV £ 53 5 3 ME

M XM1206 XEAF S TnV RAFMEGEKFTINE 2R, A EoRI YR &K DNA A
AAREAMAB, XKEAYE . EEMEESREREAEBRZ MR, AFF TnVEEEKABER
BHEFEHENE BN TonVEEXBHFERR pSCI101 WEWE A (ori). MAHT TaVRFEERE
R, TUEEAFRBRFE B FRBEARLTF,

EcoRI BamHl EcoRI1 BamH]I

kb TnV transpose firud::TcQ 5 TnV-inserted chromosome

23.0- S

9.4-

———— ’
l EcoRl
6.6-

O O self-ligation

4.4- o E—

......

2.3
2.0-

l transform E.l coli

Km' transformant ——p Isolation of plasmid
B 1 Southern %32 4+ #7 (TnV in the target sequence)

Fig.1 Southern blot analysis

a. XM1206 chromosomal digests probed
with pTF1;

b. DZF1 chromosomal digests probed
with TnV-inserted target DNA.

B2 S®WEBATnVHREERFER
Fig.2 Isolation of TnV-inserted DNA fragment
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HOAHERESLX LM TREEAY EHNSKEEWAE - ERHEMUME, ADEMHEPTEER
EHLER/FEREARMERY RANYEFEABA D NGER AR Bl ya
HEMBEWE RS FOH, AU BT IAR BB U g b 49— & 22 4 6t T B 57 38 48 0 8%
EPEESUREDHEACE—TBENL, BNV SESREERT A TERNRXAEABFTREAE, I
RAH BT FruA BEAETHUIHHE -T2 FHSUEZNERATY . cHBERENNE
B MARKMAMATARPHNARAELESHRTAY , RNAETR FnA A BEEFHESHA
BN, AEET ToV X EHGREMN fruA BEHK fruA D Tans ST, 45 5 — k%
FERRAFHWEERER XMI206. ZXTAMNEET TnV SEFHEANEET I Tns 8045 ALH
FEL T LAV A3 e & R 9 R B £ o 0 3 AL BRI XMI1206 Bu £ 4b 3 TV B IR 84
BEEANHARN AT EAASERN MAERSRE FTREARENGE YN AT BEE
EFEEETFHM FroA li. TnV SHEEEFHRE 24 EFWESH KHTEEE pSCI01
MEHES, TR ToV MX AU FEREKFEAT ToV 89 DNA HE, FULKN BIEFH NS
SUERXEPMENEE YA TnVEABKS DNAMGSE, BHME TV #THBESFHRELAREER
8T R RE (L BT LT BT T R, frud I TeQS B fruA EEREEHE ABRENET, 2
TaVEBRBELGIN XMI206 VKB TERET BERRTEE, RO TaVESBECSSEE
REEMHX, TRE—-FHREMHEN (suppressor) . BN\ EAELE®KF TRIER AR THE
EHMATEE, AR THHATKARE TR ML AR, 308 XMI1206 4B HHA TnV 8 DNA
REANEE RGO A ERERERNE T XA,
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ISOLATION OF A DEVELOPMENT REVERTANT OF
MYXOCOCUS XAMTHUS *

Mac Xiaochua Wang Daovong Li Xinrong
(Department of Biochemistry , Southeast University Medical College .Nanj{'ng 210009, China )

Abstract: fruA IiTcf)] is a development deficient strain of M. Xamthus. Transposon TnV
was used to randomly mutagenize various sites of fruA ! Tc{}5 chromosome. Fruiting body
formation was restored in one TnV insertion mutant, designated XM1206. The TnV-inserted
DNA fragment from XM1206 chromosome was cloned, which may be served as a probe to
isolate the corresponding allele from wild-type strain.
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