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1
1.1 HCV C !
1.1.1 HCV ’
RNA cDNA PCR
} C PCR PO 78 ~
97nt  TCTAGCCATGGGGTTAGTAT P1 341 ~360nt ATGAGCAC G/A AATC-
CTAAACC P2 896 ~913nt A/G GCGGAAGCTGGG A/G TGGT Pfu DNA
PCR HCV
1.1.2 HCV pQE30 QIAGEN
M15 IPTG Ni-NTA
QIAGEN
1.1.3 HCV S5g HCV lg
Sepherose 4B PHARMACIA
50 HCV 10mL 50%
10000g4 °C 20min 50mL PBS 1L PBS
PBS 0. 1mol/L. Gly-HCI
pH2.5 PBS HCV
1.1.4 HCV
0.05mol/L pHO.6 150pg/mL NUNK
Ph.D.™ Phage Peptide Library NEW ENGLAND BIOLABS
* HCV
HRP M13
31 DNA
1.2
Rsr Il
PTrx Invitrogen USA Invitrogen ~ ThioFusion™ Fx-
pression System -
8mL PBS
HiPrep 26/60 Sephacryl S-200 HR  PHARMACIA  PBS 10em/h
SDS-PAGE
1.3
0.05mol/L pH9.6
Spg/ml 4C 100pL 5% /PBS 2h
Iml Tween-20 5g 100mL PBS
10 100pL 37°C 1h 0.1% Tween-20/PBS

1 HRP © hER 3T s e B l:%er Tween 20/PBSs. in. ac. cn



3 333

TMB Ay
2.1 HCV ‘
3 28 60 68 51
C 42 6131622 243334 364553171823303132404755 2548 11 35 39
37
PYSHANAGY ALTTPHTAHGS SS WH A
QQQQQQQOQQQAQQQOQQQAQQQ FY Y Q N
1 DHF FALT ANLYSIDARNITIML YT Q S S
VVVVVVVVVVVVIIIIITIIIII PY L L L
KWWWWYIILIRRFYFEL%LSH 3% P RL
5 31 24 FFFFFFFFFFFFFFFFFFFFF L WI
PPPPPPPPPPPPPPPPPPPPP VW R AT
XQXV 1 XFP G
HCV 19-25 ; HeY
Fig.1 Epitopes of HCV peptide obtained by screening phage random
19~25 7 peptide library
T7% 24/31 The sequences of screened peptides are laid out here in 5 groups they

SXXXXQYV 10% should be read from top to bottom N terminal to C terminal . Above

the sequences are clone numbers. C-line printed in bold is a short se-

3/31
WYQLPLR 6% 2/31

quence in HCV C gene. Bold letters show smilarity between them.

HQSLRWA ANSLLIT 3% 1/31
HCV
2.2
1 E18 1 E39
55 HCV 5
HCV 2 HCV 55
HCV E39 7 14 24 30 35 36 38 41 42 44 47 51 53 56
57 15 72.7% 40/55 E18 67
9 14 16 25 26 31 32 39 40 41 42 57 58 60 16
25 25
20 ¢ - . . ! 20 | . . B
2 15T R . 15| . .
L R . E ol e T
s : 05 | S : N
QUM gy e cutoft R Pt S a1
10200 30 40 500 60 70 0 10 20 30 40 50 60 70

Serum number Serum number

Fig.2 Interaction between epitopes and sera
A Interaction between conformational epitope E39 and sera. 40 sera out of 50 are positive. Seruml ~ 5 are negative controls cut-
off value is calculated by plus their mean value with two times their standard deviation.
B Interaction between linear epitope E18 and sera. 39 sera out of 55 are positive. Seruml ~ 5 are negative controls cut-off value

is calculated by plus their mean value with two times their standard deviation. U ) )
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70.9% 39/55 714 41 4257 5 9.1%
HCV
E18 E39 90.9%
3
M13
MI13
C32 G33 P34 C35
C32 C35 G33
Py DNA Rsr [
EI8  E39 HCV
90.9%
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Study on the Methods for Virus Epidemiology in Epitope Level

Lai Dazhi Du Yong Du Guixin Chen Wei
Beijing Institute of Microbiology and Epidemiology  Beijing

Wang Haitao
100071  China

Abstract A method for studying virus epidemiology in epitope level was established via phage ran-

dom peptide library and thioredoxin surface display technique and the method was proved by test

with core protein of HCV.
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