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Fig.2 The stability of mRNA of ¢rylD A and c¢rylAb B in HD-133 strain
1 2 3 and 4 show Northern blot analysis of mRNA extracted from mid-sporulation cells at 0 10 20 and 30 min
respectively after addition of rifampicin  100pg RNA in each sample were hybridized with the cryl D probe
and exposed for 96h  50p.g RNA in each were hybridized with the c¢ry1Ab probe and exposed for 24h.
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Sduty on Amount and Stability of crylD and cryl Ab mRNA

in Bacillus thuringiensis subps aizawai
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Abstract crylAb  cryl C and cryl D are three typical cryl class genes encoding protoxins in Ba-
cillus thuringiensis subsp. aizawai strain HD-133. The expression of crylD is obviously different
from that of cryl1Ab in this strain. Amount and stability of ¢ryl1D and ¢rylAb mRNA in HD-133
were investigated. Northern blotting analysis showed that c¢ryl D mRNA was more stable than
cryl Ab mRNA  however c¢ryl D mRNA formed later 3h and less 3.7 times than c¢rylAb mRNA
during the mid-phase of sporulation. Halve lives of c¢rylD mRNA was 18min but halve lives of
cryl Ab mNRA was 14min. Moreover c¢rylAb mRNA could keep stable and large amount during
the post-phase of sporulation. This suggested that difference of transcriptional efficiency and initiate
time might be main reason for the difference of expression of crylAb and crylD.

Key words Bacillus thuringiensis  Insecticidal crystal protein gene Amount and stability of
mRNA
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