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Study on the Sequence Analysis Expression and Application of
Chitinase Gene From Bacillus circulans ™

Wang Yanlin - Wang Haiyan  Qin Min  Zhang Yizheng"
College of Life Science  Sichuan University Sichuan Key Lab of Molecular Biology and Biotechnology Chengdu 610064 China

Abstract Sequence analysis of the chitinase gene chtl of Bacillus circulans showed that it con-
tained 2151 nucleotides which codes the precursor of chitinase CHT1 with 717 amino acid residues.
The nucleotide and deduced amino acid sequences of chtl showed 81% and 95% homology with
those of ChiA of B. circulans WL-12 respectively. The chtl gene was cloned into the Escherichia
colt- Bacillus subtilis shuttle vector pSUGV4 and two recombinant plasmids named pUSCHI1 and
pUSCH2 which contained 2.9kb and 4.0 kb insert respectively were obtained. The recombinant
plasmids were transformed into B . subtilis DB104 and WB600. Chitinase activity was detected both
in transformed E . coli and B . subtilis . The DB104/pUSCH]1 strain was found to be effective in the
bio-controlling the infection of Magnaporthe grisea under greenhouse condition which showed
71.67% decrease in rice disease incidence.
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