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1.1
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AS1.365 GZ6
1.2
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Caulobacter ~ Phenylobacterium

2 GZ6 x 80 000
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Fig.1 Scanning electron micrograph of strain GZ6
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1 GZ6 Phenylobacterium immobile DSM1985"
Table 1 Distinguishing features of GZ6 and Phenylobacterium immobile DSM1985"

Characteristic GZ6 Phenylobacterium immobile DSM1985 3
Gram stain - -
Size/ pm 0.5~0.8x1.0~2.0 0.7~1.0x1.0~2.0
Flagellum 1 polar flagellum 0
Optimum temperature/ °C 30°C 28 ~30C
Optimum pH 7.0 6.8~7.0
Optimum NaCl concentration 1% ~2% 0.25%
Restrained NaCl concentration > 8% > 0.5%
Oxidase - Week +
Urease + _
Nitrate reduction + -

Production of

Indole - _
H,S - Week —
DNA G + C mol% 70.1 65.5
—
0.1

Caulobacter crescentus ATCC 19089 (AJ227757)
C. vibrioides DSM 9893 (AJ227754)
C. crescentus ATCC 152527 (AJ227756)

C. vibrioides ATCC 11764 (AJ227755)

9| 199 - Mycoplana segnis (D13947)

C. segnis MBIC2835 (AB023427)

i ————— C. henricii ATCC 152537 (AJ227758)

100 4|_C bacteroides (M83796)

C. fusiformis ATCC 15257" (AJ227759)
53 100 — GZ6 (AY035307)
— Phenylobacterium immobile DSM 1986"
_70: Brevundimonas diminuta LMG 2089" (AJ227778) (Y18216)

B. diminuta LMG 2337 (AJ227779)
100 — B. bullata MBIC 2745 (AB023428)
Mycoplana bullata (D12785)
B. alba DSM 4736 (AJ227785)
B. aurantiaca DSM 4731 (AJ227787)
B. vesicularis LMG 11141 (AJ227781)
B. vesicularis LMG 2350 T(AJ227780)
B. vesicularis 1AM 121057 (AB021414)
B. intermedia ATCC15262" (AJ227786)
C. intermedius (AJO07802)

3 16S rDNA GZ6
Fig.3  Phylogenetic tree based on 16S rDNA sequences showing relationships between strain GZ6 and other bacteria
Type strains used for this analysis are with 16S rDNA accession numbers in parentheses.
The scale bar indicates the 0.1 evolutionary distance unit. Bootstrap values

expressed as percentages of 100 replications are given at branch points.
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A New Species of the Genus Phenylobacterium for the Degradation of LAS

Linear Alkylbenzene Sulfonate

Ke Na'  Xiao Changsong"  Ying Qifeng’  Ji Shulan’
U Institute of Microbiology ~Chinese Academy of Sciences  Beijing 100080  China

% College of Environment and Energy Engineering  Beijing Polytechnic University ~Beijing 100022  China

Abstract A strain GZ6 that can biodegrade LAS Linear Alkylbenzene Sulphonate is identified. It

is aerobic gram-negative rod or short-rod 0.5 t0 0.8 hv 1.0 t0 2.0

0 _0.1m . Tt is mobhile with a sinole
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polar flagellum. Optimum growth occurred at 30°C and pH7.0. It is catalase positive urease posi-
tive and arginine decarboxylase positive. All the other physiological and biochemical tests per-
formed were negative. It utilizes the xenobiotic compounds chloridazon —antipyrin and LAS as sole
carbon sources. Most sugars alcohols and carboxylic acids are not utilized. It has Q-10 as the ma-
jor quinone. The main cell fatty acids are Sum7 Cys.o and Sum4. The DNA G + C mol% content is
70.10. A phylogenic tree was constructed on the basis of 16S rDNA sequences. It showed that the
previously known member of the genus Phenylobacterium — Phenylobacterium mobile DSM1986"  is
the nearest neighbor to strain GZ6. The level of binary sequence similarity between them is 97.
49% . And the DNA-DNA relatedness is 40% . These genetic analysis and their morphological dif-
ference show that they are different species of Phenylobacterium . A new species Phenylobacterium

mobile sp. nov. has been proposed.

Key words Phenylobacterium — Phenylobacterium mobile 16S rDNA
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