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Development of Bacterial Community in Faeces of Weaning Piglets as
Revealed by Denaturing Gradient Gel Electrophoresis

Zhu Weiyun~  Yao Wen Mao Shengyong
College of Animal Science and Technology — Nanjing Agricultural University ~Nanjing 210095  China

Abstract PCR and denaturing gradient gel electrophoresis DGGE  were used to monitor the deve-
lopment of bacterial community in faeces of 12 weaning piglets. The regions V6 to V8 of the
16S rDNA of faecal bacteria were amplified. DGGE profiles of the PCR amplicons were compared by
similarity analysis. Results revealed simple DGGE profiles for faecal samples from piglets on the first
day of weaning and piglets from the same sow showed similar DGGE profiles. After weaning as the
piglets grew DGGE profiles became complicated and diverse. Each individual piglet had its unique

DGGE profile with low similarity between piglets. The source of sow and the diet showed na anna-
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rent effect on the DGGE profiles. For the piglets fed a diet containing oliogofructose DGGE similar-

ity analysis showed bacterial community in the faeces developed fast during the first week and rela-

tively slow later after weaning.

Key words Denaturing gradient gel electrophoresis DGGE ~ Weaning piglets Faecal bacterial

community
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