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Fig.1 Phylogenetic tree of 1098 nucleotides bases 55 to 1152 of HA genes of 12 strains
Conducted by MegAlign in DNAStar package using the method of Clustal .
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P>0.05

1

Table 1 The isolation rate of the cross-protection test

Post-vaccinated challege strains

Vaccinaated strains Groups
ckSH98 ckSH99 ckSHOO ckSH1/01

ckKSH98 Vaccinated 2/257 2/25 2/24 2/24
Control 23/25 N N N

ckSH99 Vaccinated 3/25 2/25 2/24 3/25
Control N 21/23 N N

ckSHOO Vaccinated N 3/25 1/25 2/25
Control N N 23/25 N

ckSH1/01 Vaccinated 2/24 2/25 N 1/25

Control N N N 24/25

The isolation rate of the non-immunized and non-challenged group was 0/20  the isolation rate N in this table was not tested.

2.5
1.7 2 r
2/1~1/2
2
Table 2 Results of the cross-HI test
Virus
Chicken sera
ckSH98 ckSH99 ckSHO0 ckSH1/01
S-ckSH98 1 5127 1 256 1 256 1 256
1.414%* 2 2
S-ckSH99 1 256 1 256 1128 1 256
1.414 2
S-ckSHOO 1128 1 256 1 256 1 256
1.414
" HI titer  * r value of the antigenic rate.
3
8 HA
9 1999 ~ 2002
1999 ~ 2002 1998
4 VIS N40
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Genetic Mutations of Heamagglutinin Genes of HON2 Subtype
Influenza A Viruses in the Field in a Five-year Period

Liu Hongqi  Zhang Pinghu Liu Xiufan®~ Liu Wenbo Jia Lijun

Key Laboratory of Animal Infectious Diseases of Ministry of Agriculture Yangzhou University Yangzhou 225009  China

Abstract Infection in chicken flocks on a farm where Al outbreak took place in 1998  was moni-

tored in a four-year consecutive period and 22 HIN2 subtype viruses were isolated. The HA gene

and antigenicity of 9 strains among isolates were compared with that of isolate of 1998. The results

indicated that mutations of HA genes of H9 subtype influenza A viruses were observed during five

years. However these mutations of HA genes didn’ t lead to sufficient antigenic variation to change

the cross-protective pattern of these strains. These findings may be fruitful for making further study

of genetic mutations of AIVs in the field and improving the control strategies.
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