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Identification of 57 kD-protein Gene of Bacteriophage PaP3

ZHU Jun-Min JIN Xiao-Lin RAO Xian-Cai SHEN Xiao-Dong HU Fu-Quan”
Department of Microbiology Third Military Medical University Chongging 400038 China

Abstract The coding gene of 57 kD protein of bacteriophage PaP3 was identified and primarily ascertained its function.
bacteriophage PaP3 particles were isolated and purified by using. PEG-sedimentation combined with CsCl gradient cen-
trifugation then the total proteins were isolated on SDS-PAGE to figure out how many proteins making up of the virion
particle. The protein bands on SDS-PAGE were transfered onto PVDF membrane by electronic transfer method. After-
ward the 6 amino acid sequence of the N-terminal of 57 kD protein was determined by using Edman degradation method

and then clarified coding gene of 57 kD protein from 256 ORFs of genome PaP3 based on the sequence result. Results
showed that constituent proteins of the phage were at least consisted of 9 proteins. The 6 amino acid sequence of the N-
terminal of 57 kD protein iS MALERQ” and based on this sequence it may be confirmed that 57 kD protein is encoded
by ORF40;  which is composed of 1542 base pairs  with G + C content of 49.16% and coding 514 amino acids PI =
5.879. The theory MW of ORF;,4; coding protein is 57.4 kD extremely closed to actually detection value. The 514 ami-
no acid sequence of 57 kD protein has been clarified. The experiment showed this protein is one of capsomeres making up
of the phage capsid proteins.
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