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Determination and Analysis of 3' End Genomic Sequence of Two Lily mottle virus
Isolates Occurred in Zhejiang Province
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Abstract The cDNAs of 3’ end partial sequences of two Potyvirus isolates G X  were cloned and determinated. Mul-
tiple alignments of these sequences showed that they belong to Lily motile virus LMoV . The sequence homologies com-
pared with twelve isolates of document references suggested that the homologies of G X ML61 1229 2b MD HZ
and J were 85.9% to 100% and these isolates always formed a distinct cluster in the phylogenetic tree topology and
these isolates were classified as LMoV. The homologies of 2b2 TM and TBV1 were 91.2% 10 99.3% and they were
classified as Tulip breaking virus TBV . The isolate of 2b3 had low homologies with others isolates and it was classified
along as Rembrandt tulip breaking virus ReTBV . Sequence analysis on NIb nucleotide sequence and 3’-UTR nucleotide
sequence of G X ML61 1229 ] HZ and TM also suggested that the isolates of G X ML61 1229 ] HZ belong
to LMoV and TM belong to TBV . The isolates of LMoV had two subgroups. Isolates G and X were divided into different
subgroups. But the subgroup determination of LMoV was not related to the host distribution and geological origination.
According to our results we divided all the reported Potyviruses infecting lily and tulip into three viruses thus as LMoV
TBV and ReTBV.
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