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Abstract Archaea is the third domain of life different from Bacteria and Eukarya. Transcription is the main step in the

transmission process of genetic information. In this paper we briefly summarize and review the main research progress

about the archaeal transcription in recent years. The research results reveal that the transcription system of Archaea pos-

sesses a combination of both eukaryotic and bacterial features. The basal transcription apparatus

merase basal transcription factors and promoter element

including RNA poly-

resembles that of Fukarya. But the transcriptional regulatory

mechanism more resembles that of Bacteria. A number of transcriptional regulatory protein like that of Bacteria have been

found and identified in Archaea. Archaea also has some unique transcriptional regulatory modes.
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