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Fig.1  Cluster analysis of RISA profiles of microbial communities in
groundwater sample A B and C

Al Bl and Cl were obtained in November 2002 A2 B2 and C2 were ob-
tained in January 2003 A3 B3 and C3 were obtained in May 2003.
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Fig.2  Cluster analysis of RISA fingerprints of microbial communities in
groundwater samples collected from different monitor wells in May 2003

DOC is abbreviation of dissolved organic carbon.
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Evaluation of Differences and Transition in Groundwater Bacterial Communities
by Using Ribosomal Intergenic Spacer Analysis RISA

TIAN Yang-Jie YANG Hong" LI Dao-Tang WU Xiu-Juan
School of Life Science and Biotechnology — Shanghai Jiao Tong University ~ Shanghai 200240 China

Abstract Ribosomal intergenic spacer analysis RISA was applied for quantitative analysis of spatial heterogeneity in
landfill leachate-polluted groundwater systems in terms of bacterial community. Computer-assisted cluster analysis of the
RISA fingerprints indicated that the spatial differences in the bacterial communities were large relative to the temporal
change. There was clear distinctness among the RISA fingerprints of samples collected at the same date but different loca-
tions and depths and cluster analysis grouped them in one large cluster at a level of similarity of 60% ~ 70% .
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