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Fig.2  Phylogenetic tree of strain F10 and related bacteria based on
16S rDNA sequences

The scale bar indicates 0.05 substitutions per nucleotide position. Boot-
strap values expressed as percentages of 100 replications greater than
70% are shown at the branch points. In the brackets after each bacterial

name are 16S rDNA accession numbers in GenBank Databases.
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Table 1 ~ Comparison of phenotypic features of strain F10 and the species of Amphibacillus
Character Strain F10 A. tropicus A. xylanus A. fermentum
Flagella Multiple Multiple - Single
Colony pigmentation Pinkish white Pinkish white White Yellowish
pH range 7~10.5 8.5~11.5 8~10 7~10.5
Optimal NaCl/ % 3 5~10 ND 10
Temperature range/ C 10~45 18~ 56 25~45 18 ~ 56
Nitrate reduction + = - -
Catalase - + - +
Hydrolysis of casein - - -
Hydrolysis of starch + + + +
Hydrolysis of Tween80 h + ND +
G+C mol% 42.2 39.2 36 41.5
Acid prodution from
D-fructose + + +
D-galactose - ND +
D-glucose + + + +
Lactose - + ND +
Maltose + *
Sucrose + +
+ Positive — Negative ND No data.
Amphibacillus haojiensts meso-DAP  DNA G+C mol% 42 .2mol %
sp. nov.
0.6pm ~0.8um x 1.0pm ~ 3.0pm F10
pH pH7.0 ~ 10.5 I
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O
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A novel Alkaliphilic and Slight Halophilic Bacterium
from Haoji Soda Lake in Inner Mongolia Autonomous Region China

Amphibacillus haojiensis sp. nov.

ZHAO Da-Peng ZHANG Wei-Zhou XUE Yan-Fen MA Yan-He"
Institute of Microbiology ~ Chinese Academy of Sciences  Beijing 100080  China

Abstract An alkaliphilic and slightly halophilic Gram-positive rod designated strain F10 was isolated from Haoji soda
lake in Inner Mongolia Autonomous Region China. Strain F10 grew optimally in the presence of 3 % W/V NaCl pH
9.5 and 37°C. Tt was facultatively anaerobic motile with peritrichous flagella sporulating catalase- negative. The

G + C content of the DNA was 40 mol % . The cell wall contained meso-DAP. Phylogenetic analyses based on 16S
rDNA sequences comparisons indicate that strain F10 was a member of the genus Amphibacillus . DNA-DNA similarity of
less than 30 % with the described species of Amphibacillus supported the view that this organism represented a new spe-
cies of the genus Amphibacillus . The name Amphibacillus haojiensis sp. nov. is proposed.
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