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Abstract On the base of obtaining the full length genome sequence of a Newcastle disease virus NDV  isolated from
goose the minigenome was constructed by replacing all the encoding region with the reporter gene of enhanced green

fluorescent protein eGFP  except the virus regulating sequences relatine ta renlic serintion and nackine of

to ren ation _ tran t
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virus genome. The reporter gene could be expressed after it was transfected into the HEp-2 cells infected with helper virus
of NDV. This result indicated that the minigenome could be translated by the NDV NP P and L proteins provided by
helper virus. Furthermore the support plasmids expressing NDV NP P and L protein were constructed respectively and
the function of these plasmids was identified using the minigenome. Additionally the virus rescue system was optimized
by changing the infection dose of the recombinant vaccinia virus expressing T7 RNA polymerase . The work mentioned
above will accelerate greatly the rescue of NDV and other relative research.

Key words Newcastle disease virus NDV ~ Minigenome Virus rescue
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