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Effects of culture conditions on coenzyme Q,;, production
by Rhizobium radiobacter by metabolic flux analysis

WU Zu-fang' DU Guo-cheng” CHEN Jian®
! Faculty of Life Science and Biotechnology =~ Ningbo University Ningbo 315211  China

2 Key Laboratory of Industrial Biotechnology Ministry of Education  Southern Yangtze University Wuxi 214036 China

Abstract Metabolic pathway network of CoQ,ysynthesis by R. radiobacter WSH2601 were instructed. The metabolic
flux and its changes were determined under the conditions of changing DO concentration and addition of 1% CSL in the
medium. The results illustrated that the RuSP flux r; increased by 26.6 when increasing the DO concentration r,
increased by 17.2 when addition of 1% CSL. The ratio of EMP and HMP flux as well as TCA flux decreased at these two
conditions. DPP flux had a little change at these two conditions. Therefore the CoQ,, accumulation is greatly determined
by two key enzymes activities of condensation reaction between p-hydroxybenzoate acid PHB  and decaprenyl
diphosphate  DPP . The nodes of GOP pyruvate and PEP are principal nodes in primary metabolism of Co(Q,
fermentation. The flexibility of principal nodes was evaluated that the GOP node is elastic while pyruvate node is weakly
flexibility at the condition of changing culture conditions. The increase of DCW is associated with the improvement of
HMP pathway flux.
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