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Fig.2 16S rDNA fragment PCR product of the ANAMMOX bacteria

Fig. 1~ Crude and purified DNA extracts obtained from ANAMMOX M.200bp Ladder 1.168 rDNA fragment PCR product of the ANAMMOX

sludge
M.Lambda DNA/EcoR 1 + Hind [l Marker 1.Crude DNA 2.Purified
DNA by DNA gel extraction kit.

bacteria.
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3
Fig.3  Phylogenetic tree of the ANAMMOX bacteria in ANAMMOX sludge with its relatives
Numbers in parentheses represent the sequences’ accession number in GenBank. Numbers in square brackets indicate the clone number out
of the total clones. The numbers next to the nodes represent the bootstrap values of 1000 replications. The scale bar represents 5 nucleotide

substitutions per 100 nucleotides.
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Molecule biology study on the effective bacteria in ANAMMOX sludge

LUO Huai-qing' *

HU Yong-you'”

! School of Environmental Science and Engineering ~ South China University of Technology ~Guangzhou 540640 China

% Department of Environmental Science and Engineering  Jilin Institute of Chemical Technology ~Jilin 132022 China

Abstract A greater understanding of anaerobic ammonium oxidation bacteria will help to pave the way for the new bio-

logical nitrogen removal process application in practice. To this end this study used molecule biology methods. Crude
DNA of the total bacteria in a cultivated sludge with ANAMMOX capability was extracted and purified. Then PCR ampli-

fication using specific primers clone and sequencing processes were performed. The partial 16S rDNA sequence of culti-

vated ANAMMOX bacteria is 836bp. Some clones have one to two base mutation s . Phylogenetic analysis indicates that

the cultivated ANAMMOX bacteria in this study close to Candidatus Brocadia anammoxidans anaerobic ammonium-oxi-

dizing Planctomycete and uncultured anoxic sludge bacterium KU1 with the same function whereas the cultivated ANAM-

MOX bacteria are relatively low DNA sequence similarity to the forementioned bacteria using alignment analysis. The re-

sults suggest that there is a kind of bacterium which has never been found before with ANAMMOX capability existing in

nature.
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