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1 Cs
Table 1 Cs values of microbial population under different conditions

Sample Al 16 A2 20 A3 24 NI 28 N2 30 N3 31 Ar
Al 16 1
A2 20 0.72 1
A3 24 0.70 0.86 1
N1 28 0.64 0.58 0.62 1
N2 30 0.61 0.56 0.60 0.96 1
N3 31 0.60 0.55 0.58 0.95 0.98 1

NT 0.59

Al 16 ~N3 31 The number of visible band in DGGE profile of sample Al ~ N3 Ay Total microbial diversity under acid condition NT Total microbial

diversity under neutral condition.

1 1~4jk Il Thiomonas
11 1§ Acidithiobacillus 89afhr

Corbulabacter subterraneus (AY078063)

Band-4

Uncultured Acidithiobacillus sp. K13(AF460982)
100 Uncultured Acidithiobacillus sp. V1(AF339743)
Acidithiobacillus thiooxidans (AF359940)
Band-3

Band-2

Band-1

Acidithiobacillus sp. SH(AB080298)

Uncultured Acidithiobacillus sp(AY7167)
Acidithiobacillus thiooxideans ATCC19377(Y 11596 I
Thiobacillus sp. Fras2(AF213056)

Uncultured bacterium(AF379018)
Acidithiobacillus thiooxidans WJSo(AY495961)
Acidithiobacillus thiooxidans B-S3(X75269)
Uncultured alpha proteobacterium(AF431098)
Uncultured soil bacterium(AJ233492)

Band-j

Mycobacterium savoniae E533T(A)748836)
Mycobacterium savoniae ' ET16T(AJ748837)
Mycobacterium sp. 01-665(AY312277)
Band-k

55
91
94

55

65 Band-h
%
90
3

<

Methylobacterium organophilum (AY460187)
Methylobacterium extorquens (AY460189)

L Band-r
Thiomonas sp. B2(AJ549219)
Thiomonas intermedia (AY455809)
Thiomonas sp. B3(AJ549220)
— Thiomonas sp. B1(AJ549218)
Uncultured Thiomonas sp. C19(AF460989)
Thiomonas sp. NO115(AY455807)
Band-a
Thiomonas sp. PK44(AY455806) 1I
Uncultured bacterium(AY678243)
o Uncultured eubacterium TRB3(AF047648)
Band-8
Uncultured bacterium(AF523873)
Uncultured earthworm cast bacterium(AY 154583)
Band-9
Uncultured gamma proteobacterium(AY044007)
Uncultured bacterium(AY044044)

Band-f

4[E Uncultured bacterium(AB118770)
Hyphomicrobium sp. P2(ATF148858)

Fig.3  Phylogenetic of predominant microbial populations in the deodor biofilter

The numbers on the branches refer to bootstrap values only values relate to Band are shown.
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Microbial community composition and phylogenetic analysis of
deodor biofilter under different pH conditions
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LI Jian-jun’

Abstract Molecular biological methods were applied to analyze the genetic diversity of microbe community in biofilter.
V3 variable fragments of genes coding for 16S rRNA were amplified by Polymerase Chain Reaction. Then PCR-DGGE
combined technique were used to analyze the microbial population composition and phylogeny of deodorant biofilter. The
results indicate that there are prominent differences in microbial diversity and abundance between acid and neutral
conditions. Owing to the selective pressure of extreme acidity there is less diversity of microbe compared with that in
neutral environment. It is demonstrated the obvious distinction of spacial diversity in different biofilter bed as well. PCR
and T-vector cloning sequencing results shows that the sulfur-oxidizing bacteria are the predominant population. The
research offers the valid scientific basis for better treatment of odorant gas and the theoretical foundation for application of
bio-deodorization .

Key words Biofilter Deodor Microbial ecology PCR-DGGE

Foundation item Guangdong Provicial Natural Science Fund 015017  Guangzhou City Key Scientific Project 2002Z1-E0021
* Corresponding author. Tel/Fax 86-20-87684471 E-mail ebiotech@ gdas. ac. cn
Received date  09-13-2004

© PERZFRMEDHRATIKESHEE http://journals. im ac. cn





