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Fig.1 Restriction patterns of 16S rDNA of tested strains digested with Hae [ll
M. DNA marker[[l 1.BS15 2.GW1 3.BS19 4.J6 5.BS2 6.LT5 7.B5 8.G19 9.J2 10.LT6 11.J11 12.]J1
13.BYM3 14.BS10 15.BS5 16.BS7 17.B4 18.LT11 19.LT21 20.G8 21.LT12 22.G5 23.BYBI.

bp M 1 2 3 4 5 6 7 § 9 10 11 12 13 14 15 16 17 18 19 20

900
700—

2 16S rDNA  Msp |
Fig.2  Restriction patters of 16S tDNA of tested stains digested with Msp [
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16S rDNA RFLP analysis of endophytic bacteria from Brassica napus

YANG Rui-xian SUN Guang-yu~
College of Plant Protection

ZHANG Rong  CHEN Li-jun
Northwest A&F University ~ Yangling 712100 China
Abstract Endophytic bacteria reside in plant hosts without causing disease symptom. In this study 122 endophytic
bacteria strains isolated from healthy oilseed rape plant were categorized preliminarily to 35 groups based on colony
morphology 16S tDNAs were amplified with universal primers of bacteria all the strains could produce a single band
about 1500bp the PCR products were digested with restriction endoenzyme Hae [l and Msp I respectively different
patterns were obtained for each enzyme by combining all the restriction patterns for the two enzymes the 122 strains
could be grouped into 39 16S rDNA genotypes. The results indicated that endophytic bacteria from Brassica napus were
genetically diversity. By comparing two methods colony morphology only showed limited and preliminary information
and PCR-RFLP could be as a rapid and accurate tool for the diversity analysis of endophytic bacteria from Brassica
napus .
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