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Table 1 ~ General situation of soil samples
! Sample Location Vegetation pH
23 1 Tiger Mountain  Linzhi region Bamboo 5.2
2 Yongjiu Channel Linzhi region Deadwood 5.0
3 Lulang Town Linzhi region Birch 5.0
4 Sejila Mountain  Linzhi region Fir 4.9
5 Zharao Village Milin region Alpine robur 5.2
6 Zharao Village Milin region Fern 5.2
7 Luoba Village Chayu region Pine 5.1
43 8 Basongcuo Lake Linzhi region Alpine robur 5.0
9 Dongji Town Bomi region Pine 5.0
10 Gongbujiangda region Cole and Pea 5.4
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Table 2 Phylogenetic affiliations of isolates based on ARDRA and 16S rDNA sequence
No. of The number of isolates Genus The closest Identities of
representative strains assigned to this group s species/strain 16S rDNA/ %
7 16 21 35 54 58 146 Streptomyces - 97.6~99.9
1517 22 6 Nocardia - 99.3~99.7
9 1 Micromonospora M. carbonacea 99.8
20 1 Amycolatopsis A. azurea 100
13 1 Microbacterium M. oxydans 99.3
14 1 Pseudonocardia P. antarctica 99.9
2.5
65 G~ 25 17
G* 20 3

3

Table 3 Antimicrobial activity test of Streptomyces

Test bacterium

The number of active strain

Strain No.

Escherichia coli G~

Klebsiella pneumoniae G~

Pseudomonas aeruginosa G~

Staphlococcus aureus  G* 8 12 15 21 29 40 41 48 58
Staphylococcus epidermidis  G* 8 12 15 21 34 40 41 54 65
Aspergillus funigatus 7 12 29 54 58 59 60 65
Candida albicans 6 12 23 34 54 55 60

Fusarium oxysporum 8 15 24 29 40 43 45 54 65

Trichoderma viride 16 12 16 23 29 34 43 45 53 54 55 57 58 59 60 61 65
3 BstU [
10
10 42
26.9%
15 1 G+
16S rDNA G~
1 ” 16 2
LL-DAP 3
G+
17 18
GC ARDRA
GC
BstU [ DGGE
Hha |
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Study on population diversity and antimicrobial activity ofactinomycete
from acidic soil in Xizang area

LUO Hong-li'> HUANG Ying® WANG Li-ming’ LIU Zhi-heng’ XIE Jian-ping'
U Institute of Modern Biopharmacenticals School of Life Science South-West Normal University Chongqing 400715 China
2 State Key Laboratory of Microbial Resources Institute of Microbiology Chinese Academy of Sciences Beijing 100080 China

Abstract 156 actinomycetes were isolated from 10 soil samples collected in Tibet by the method of DDC dispersion and
differential centrifugation . The isolates were assigned to 32 different groups on the basis of their morphological characters
and colors of substrate mycelium aerial hyphae and pigment. The result of cell-wall DAP on 65 representative strains
selected from these groups was that 9 strains were different from Streptomyces . The analysis of ARDRA and 16S rDNA
sequeces showed that the isolates belonged to the genus Streptomyces and five different rare actinomycete genera
respectively . Antimicrobial activity of the representative strains was also tested with the result that 38.5% isolates were
positive.
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