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Table 1  Sequence and RFLP analysis of 16S rDNA of actinomycetes from marine sponge Hymeniacidon perleve
RFLP type Strain No. The closest species Similarity %
5 53 55 Bl 130 B32 61 62 77 109 111 131 144 147 151
1 1 156 181 182 202 B23 B4O Streptomyces tendae 98.86
II 136 194 B37 Streptomyces aureofaciens 99.79
I} 72 Streptomyces gougerotit 99.93
I 135 Streptomyces argenteolus 99.93
vV 124 B43 Streptomyces rimosus 97.78
1 4 8 12 14 20 31 33 41 42 44 45 46 50 58 65 68 69
2 1 73 74 80 84 85 8 87 8 91 94 96 100 125 127 142 Streptomyces coelicolor 99.28
154 185 200 B17 B19 B31 B33 B38 B4l
3 1 22 66 99 132 137 150 B20 Streptomyces caviscabies 99.50
4 1 160 Streptomyces paradoxus 99.07
5 1 138 145 157 158 162 163 173 Nocardiopsis lucentensis 98.70
6 1 19 47 81 112 132 141 170 198 201 BIO B35 Nocardiopsts dassonwillei 99.43
7 1 146 188 192 Pseudonocardia antarctica 99.85
8 1 95 180 BS Nocardia salmonicida 99.78
9 1 172 B6 Micromonospora aurantiaca 100.00
10 1 177 Actinoalloteichus cyanogriseus 96.72
11 1 140 Rhodococcus opacus 98.47
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16S rDNA-RFLP analysis of actinomycetes associated with marine sponge Hymeniacidon perleve

ZHANG Hai-tao' > JIN Yan' YU Xing-ju' = ZHANG Wei'"
! Marine Bioproducts Engineering Group  Dalian Institute of Chemical Physics Chinese Academy of Sciences  Dalian 116023 China
% Graduate School of Chinese Academy of Sciences  Beijing 100049  China

Abstract 106 culturable symbiotic actinomycetes strains were isolated from intertidal marine sponge Hymeniacidon
perleve collected from Chinese Yellow Sea. The 16S tDNA sequences of these strains were amplified and RFLP patterns
were analyzed by digestion of 16S rDNA fragments with Hha [ . 11 different patterns were identified with confirmation
by the RFLP analysis using Vector NTI simulation. Using Hha I RFLP patterns the actinomycetes could be identified at
the genus level. Phylogentic trees using 16S rDNA sequences were constructed. Majority of actinomycetes belonged to
Streptomycetes 78 . The other strains belonged to Nocardiopsis 18 Pseudonocardia 3 Nocardia 3
Micromonospora 2 Rhodococcus 1 Actinoalloteichus 1 . Strain 177 is the candidate for new species of
Actinoalloteichus .
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