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1h 2.5% 50%
30min 100pL. 30°C 1h
10pL 0.5%
1.3 1pLL
4000r/min 4°C 15min pH 7.4 1.7
PBS 1mL MilliQ Ms-Fit ~ Mscot
Immol/L, PMSF 10mmol/L. EDTA NCBI redundant database
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1.5 Table 1  Differentially expressed Mycobacterium tuberculosis protein between
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PDQuest 6.0 Spot Protein name MW pl Frotein
No. score
1 cysA2 thiosulfate sulfurtransferase 30995.5 5.14 124
2 tsf elongation factor EF-Ts 28737.2  5.26 272
P<0.05 3 hspX heat shock protein X 16217.2 5 250
* After Ms-Fit search protein score is calculated by the matching of the
amino acid sequence of peptide similitude between the fragment. When
protein score greater than 70 the protein is thought to be significant P <
1.6 0.05 .
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Effects of the Radix Ranuncoli Ternati extracts on Mycobacterium tuberculosis
proteome profiling revealed by 2D electrophoresis

HE Ying' YUE Jun’ HU Chang-hua' WANG Hong-hai’ XIE Jian-ping' *"

U Institute of Modern Biopharmaceuticals  School of Life Sciences Southwest China University Chongging 400715 China
2 State Key Laboratory of Genetic Engineering Institute of Genetics  Section of Pathogen Biology ~School of Life Sciences
Fudan University ~ Shanghai 200433  China
3 Shanghai Pulmonary Hospital ~ Shanghai 200433 China

Abstract  Radix Ranuncoli Ternati is clinically effective traditional Chinese medicine for multidrug resistant
tuberculosis. Its active components and mechanism of action remain unsolved. Two dimensional gel electrophoresis 2-
DE was employed to address this problem. Globlal proteome of Mycobacterium tuberculosis untreated and treated with
Radix Ranuncoli Ternati were compared and 22 protein spots were found to be expressed differentially. 3 protein spots
which remarkably decreased in Mycobacterium tuberculosis treated with Radix Ranuncoli Ternati were subjected to matrix
assisted laser desorption ionization time of flight mass spectrometry MALDI-TOF-MS analysis. The data obtained from
peptide mass finger printing were used for database search. The 3 protein spots in gel were identified as cysA2 thiosulfate
sulfurtransferase  tsf elongation factor EF-Ts and hspX heat shock protein X . These data provide insights into the
changed global protein patterns of Mycobacterium tuberculosis treated with Radix Ranuncoli Ternati and may prove useful
for further study in the mechanism in how Radix Ranuncoli Ternati influence the life of Mycobacterium tuberculosis . The
differentially expressed proteins may be potential novel antituberculosis drug targets.

Key words Radix Ranuncoli Ternati  Mycobacterium tuberculosis  Proteome Two dimensional gel electrophoresis 2-

DE  Differential expression
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