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ABHO3 ABH04 ABHO06 ABHO8 ABHO09 98 %

ABH10 ABH11 ABH22 ABH24 Halorubrum
Natrinema altunense AJ2T (AY208972)
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ABH23/ABH26/ABH28~ABH30/ABH34/ABH36
ABH37/ABH39~ABH41/ABH44-ABH48/ABHS50/ABHSS (22/56)

0.05 Natrinema pallidum NCIMB777" (AJ002949)
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Haloterrigena saccharevitans AB14" (AY820137)
® 98 ™ Strains: ABH27/ABH42/ABH54 (3/56)

22 Haloterrigena turkmenica VKMB-1734" (AB004878)

Strain ABH17 (1/56)
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[ 97 ABHI18/ABH31/ABH33 (6/56)
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Strains: ABH12/ABH32 (2/56)
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% Halorubrum saccharovorum JCM 8865 (U17364)

Halorubrum lacusprofundi ACAM34" (X82170)

99 Halorubrum xinjiangense BD-1T (AY510707)
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99 1 ABHO3~11ABH22/ABH24 (9/56)
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Strain ABHO7 (1/56)

04 Halobacterium salinarum DSM3754" (AJ496185)

Haloarcula hispanica ATCC 339607 (U68541)

Strain ABH19 (1/56)
99
Haloarcula marismortui ATCC 43049" (AY596298)
Strain ABHO1 (1/56)

Haloarcula argentinensis JCM 9737 (D50849)

Methanospirillum hungatei DSM 8647 (M60880)

1
Fig.1 Phylogenetic tree based on 16S rRNA gene sequences showing the relationship between strains isolated from Aibi salt lake and related members of the

family Halobacteriaceae . Bootstrap values % are based on 1000 replates. Bar 0.05 expected changes per site.
2.3 16S rRNA

16S rRNA 2 30
BLAST 16S rRNA Haloarcula  Halobiforma — Halorubrum
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2

Fig.2 Phylogenetic tree based on 16S rRNA gene sequences showing the relationship between strains isolated from Aiding salt lake and related members of the

family Halobacteriaceae . Bootstrap values %  are based on 1000 replates. Bar 0.05 expected changes per site.
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Biodiversity of halophilic archaea isolated from two salt lakes in Xin-Jiang region of China

CUI Heng-lin' 2 YANG Yong' 2 DILBR Tohty> ZHOU Pei-jin' LIU Shuang-jiang'*

! Institute of Microbiology Chinese Academy of Sciences Beijing 100080 China
% Graduate University of Chinese Academy of Sciences Beijing 100049 ~China
? Department of Biology Xinjiang Normal University Urumgi 830053 China

Abstract There are more than 1000 salt lakes situated in northern and western regions of China and 790 of these salt lakes are in
Xinjiang Uigur Autonomous Region and Qinghai Tibet Inner Mongolia. To better understand halophilic archaeal diversity of salt lakes
in Xinjiang water and sediment samples were collected from two salt lakes namely Aibi salt lake and Aiding salt lake and the
halophilic archaeal diversity of these samples was determined. Totally eighty-six halophilic archeal strains of which 56 isolated from
Aibi salt lake and 30 isolated from Aiding salt lake were isolated respectively using CM agar medium. All the strains were subjected
to 16S rRNA gene sequencing analysis. Similarity analysis based on 16S rRNA gene sequences of all these strains indicated that the
isolates from Aibi salt lake belong to 11 different species of genera Haloarcula Halobacterium Halorubrum Haloterrigena Natrinema
and Natronorubrum and that the isolates from Aiding salt lake belong to 8 different species of genera Haloarcula Halobiforma
Halorubrum  Haloterrigena  Natrinema. Among the 86 strains members of Natronorubrum Natrinema  Halorubrum and
Haloterrigena are dominant groups in Aibi salt lake. However the dominant group in Aibi salt lake are the members of Natrinema
Halorubrum and Haloterrigena. Phylogenetic analysis based on 16S rRNA gene sequences indicated that strains ABHI3 ABH 14
ABH 15 ABH 18 ABH 31 and ABH 33 may represent a novel species of Natronorubrum ABHI12 ABH32 and AD30 two novel
species of Halorubrum ABH17 and ABH25 ABH51 ABH52 ABH56 two novel species of Haloterrigena respectively strain ABH19 a
novel species of Haloarcula strain ABHO7 a novel species of Halobacterium. The Shannon-Wiener’s index of Aibi salt lake is 1.899
the same index of Aiding salt lake is 1.317 which indicated that the biodiversity of halophilic archaea from Aibi salt lake was slightly
higher than that of Aiding salt lake. Different characteristics in pH of salt concentrations average annual precipitation annual
evaporation and mankind’s impact on two salt lakes might play important roles on halophilic archaeal diversity of two salt lakes.
Keywords Halophilic Archaea Biodiversity Aibi salt lake Aiding salt lake
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