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210095
HB02 HB02 PYG 28°C 15d
36912 15 HBO02
P<0.01
16S rRNA HB02 Berthier HBO02
165/23S rRNA Intergenic Spacer Regions ISR
HBO2 Lactobacillus curvatus
16S/23S rRNA
Q939 A 0001-6209 2006 03-0467-03
aflatoxin Aspergillus flavus 1.2
A . parasiticus 70-1 YJo4
B, 28C 10d
0.05% -80
1 x 10’ CFU/mL 4°C
HBO02 HB02 PYG
pH6.8 37C 24h
-3 1 x 10° CFU/mL
1.3 HB02
48 3 HBO02 1 x 10° CFU/mlL
1mL 100mL PYG 1mL
1 x 10’ CFU/mL HB02 1 x 10° CFU/ml.
—_— ImL 100 mL PYG ImL
1 x 10’ CFU/mL PYG ImL
ImL 1 x 10’ CFU/mL
1 100mL PYG
3 28C 15d
1.1 36912 15d
1.1.1 HB02
70-1 YJo4 1.4
Whatman NO.4
1.1.2 MRS pH 6.8 90°C 24h
2% CaCO; PYG 100mL MC5
1.1.3 EcoR 1 HindIll T- 0.001mg
vector DNA 1.5
TaKaRa J-6M Bergey' s 7
BECKMAN PCR PE 1.6 HB02
Bio-Rad MC5 1.6.1 DNA 8
1.6.2 16S rRNA PCR 16S rRNA
30471277 20040307043
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Primer Designer 3
Pl 5'-TGGGATACCACTTGGAAACA-3" 129-

149 P2 5'-TGGAGTCCGAACTGAGAACA-3" 1285-
1305

16S rRNA 1176 bp PCR 95C
S5min 94°C Imin 54.4C 1min 72°C 1min 30

72°C 10min PCR 1%

1.6.3 16S-23S rRNA PCR Berthier

P1 5'-GCTGGATCA

CCTCCTTTC-3' P2 5"-AGTGCCAAGGCATCCACC-3’
P1 16S rRNA 3 P2
23S rRNA 5
PCR 1.6.2 PCR
1%
1.6.4 TaKaRa DNA
PCR PCR
pMD 18-T Vector DH5«
8
1.7
3
SPSS  LSD
2
2.1 HB02
1 HBO2
PYG
P <0.01
1 HB02
Table 1  Inhibition to growth of Aspergillus flavus and Gibberellazeae in
the present of strain HB02
. Weight of mycelium/ mg/mL
Strains t/d - -
Aspergillus flavus Gibberellazeae
HB02 3 ND ND
6 ND ND
9 ND 0.021 £0.010
12 0.0233 £0.005 0.038 +0.004
15 0.0285 +0.004 0.0563 +0.012
Control group 3 1.638+0.43 0.2310+0.054
0.9400 +0.21 0.8210+0.210
1.1513+0.30 0.8956 +0.262
12 0.8614+0.18 1.4410+£0.150
15 1.1633 +0.26 1.5613 +0.52
ND not detected.
2.2 HB02
HBO02
1.0mm
37 ~42C pH6.2 ~ 6.8
MR vp

HB02 Lactobacillus sp.
2.3 HBO02 16S rRNA
PCR 1% 1000bp
1176 bp
2.4 HB02 16S rRNA
PCR T-vector T-16S rRNA
E . coli DH5a TaKaRa
1176bp
HBO2 16S rRNA GenBank AF090328
100%
HB02 Lactobacillus
sp.
2.5 HB02 16S/23S rRNA ISR
PCR 1% HBO02 ISR
250 ~ 500bp
2.6 HB02 16S/23S rRNA ISR
GenBank
ISR Berthier ~°
250bp ISR
100% 500bp
ISR PCR pMDI8-T
T-16S-23S rRNA E. coli DH5a
TaKaRa 426bp GenBank
AF090328 HBO02 ISR
L. curvatus rrn operon.  275469.1 16S-23S ISR long
99.1% 422/426 HB0O2

775469.1 165/23S rRNA ISR
HB02 75 T-C 114 A-
G 299  C-G 197 1 C
3
HB02
HB02 PYG
HB02
16S rRNA
16S rRNA
DNA
710
11
RFLPs RAPD AFLPs
DNA-DNA DNA
12
16SrRNA
DNA DNA

_DNA «
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rRNA

16S tDNA 23S rDNA
14 15 PCR
6 PCR
16S rRNA 16S rRNA 3’ 23S rRNA 5’
16S-23S rRNA ISR Berthier  °
165/23S rRNA ISR
Berthier
165/23S rRNA SR
HB02 ISR
ISR Berthier
ISR
100%
ISR
rrn operon 16S-23S ISR long 99.1% 422/426
HB02
PCR
PCR

HB02

2002 25 4 87-89.
2 . P. roqueforti
2003 351 5-7.
2003 35 2 37-40.

2001 28 2 55-59.
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Identification of a bacterium with activities of inhibiting growth of fungi

CAO Dong-mei HE Cheng-hua JING Sheng ZHANG Hong-ying ZHANG Hai-bin®

College of Animal Medicine Nanjing Agriculture University Nanjing 210095 China

Abstract HB02 is characterized as a new microbiological agent that has the potential to decrease the toxicity of mildewed wheat
containing Deoxynivalenol DON . To explore whether HB02 could inhibit the growth of fungi a spore suspension of Aspergillus
flavus or Gibberellazeae was incubated with or without HB02 in PYG medium at 28°C for 15d. The mycelium was weighed after 3 6
9 12 15 dof incubation respectively. The result showed that the growth of these two important fungi was significantly inhibited by
co-cultivation with HB02. Besides HB02 was confirmed as Lactobacillus curvatus by its microbiological characters and the 16s-23s
rRNA sequence. In conclusion HB02 identified as Lactobacillus curvatus prevent the effects of mycotoxins in contaminated feed
by inhibiting the growth of fungi. Other detoxification ways of HB02 remain further study.
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