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Fig.1 Growth of the wild-type strains and mutants of Y. lipolytica on
different culture medium. The strains were grown to midlog phase in liquid
YEPD or YPBO medium  spotted at dilutions of 10™! to 10~* on YEPD or
YPBO agar and grown for three days at 30°C and 20°C  respectively.
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Fig.2 Localization of peroxisomal matrix protein in wild type and mutant

strains. AOX acyl-CoA oxidase ICL isocitrate lyase SKL tripeptide

THI thiolase. Bar 1pm.
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Fig.3  Ultrastructure of wild-type and mutants strains of Y. lipolytica .
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Mutagenesis screening and characterization of mutants known as
peroxisome biogenesis disorders in yeast

LUO Yu-ping LI Si-guang™
College of Life Science Nanchang University Nanchang 330047 China

Abstract Peroxisomes are essential for organisms’ development and physiology. This fact is underscored by the lethality of a group
of genetic disorders collectively known as the peroxisome biogenesis disorders PBDs  such as Zellweger syndrome in which
peroxisomes fail to assemble properly. Defining the molecular bases of the PBDs has been the impetus behind the identification of
the genes controlling peroxisome assembly the PEX genes from various modern organisms. Here as a original strain  Yarrowia
lipolytica E122 was mutated by diethyl sulfate DES treatment and two mutants including temperature sensitive one were obtained.
Compared to the initial strain the two mutants showed more diffuse pattern of fluorescence characteristic of a cytosolic localization in
immunofluorescence analysis and showed no morphologically recognizable peroxisomes in electron micrographs. The two mutants
arose from new gene mutation characterized by transformation and will be very useful in identification of new gene controlling
peroxisome assembly from yeast.
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