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Table 1 Properties of Newcastle disease virus strains in the study
Strain Location Host Year Virulence F Gene accession No. HN Gene accession No.  Genotype
LaSota USA Chicken 1946 Lentogenic vaccine AF077761 AF077761 I
FigEo China Chicken 1948 velogenic AF079172 AY997298 X
Taiwan95 Taiwan Chicken 1995 velogenic NDU62620 NDU62620 M
Bl USA Fowl 1947 Lentogenic  vaccine AF309418 AF309418 il
Texas48 USA Fowl 1948 velogenic M24711 M24711 il
SDDO1 China Layer 2001 velogenic DQ227247 DQ234591 VI
SGMO1 China Broiler 2001 velogenic DQ227248 DQ234592 M
SQZ04 China Broiler 2004 velogenic DQ228921 DQ228934 II
SKY03 China Broiler 2003 velogenic DQ227251 DQ234583 M
SBD02 China Broiler 2002 velogenic DQ227252 DQ234586 IX
) 1.1~1.2mm 3
SPF 10 40
2.1 SPF SPF 48h
SPF 48h 96h
HA 2 ND AIV-
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Fig.2  Homology comparison of NDV F gene amino acids.
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Table 2 Homologies comparison of NDV F gene and HN gene amino acids
SQZ04 LaSota Bl Texas48 Taiwan95 SDDO1 SGMO1 SXY03 F48E9 SBD02
SQZ04 * 99.3 98.7 96.9 88.6 88.1 88.3 88.3 91.3 92.1
LaSota 88.1 * 99.3 97.5 89.0 88.4 88.6 88.6 91.7 92.4
B1 89.0 98.6 * 96.9 88.4 88.3 88.4 88.4 91.2 91.9
Texas48 87.8 96.7 97.2 * 89.5 88.8 88.8 88.8 92.1 92.4
Taiwan95 95.3 87.8 88.3 87.2 * 95.5 95.7 95.7 92.1 92.2
SDDO1 97.4 87.6 88.1 87.4 95.6 * 97.7 97.5 90.8 91.5
SGMO1 97.0 87.4 87.9 87.2 95.3 99.5 * 98.2 90.8 91.5
SXY03 96.9 87.6 88.1 87.6 95.1 96.9 96.5 * 91.0 91.7
F48E9 89.5 91.1 91.4 90.6 89.2 89.2 89.0 89.2 * 98.7
SBD02 96.9 87.8 88.3 87.4 96.3 96.9 96.5 96.7 89.9 *
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Fig.3 Phylogenetic tree of NDV strains HN genes amino acids.
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Molecular characterization of a genotype [| virulent Newcastle
disease virus isolate from chicken

QIN Zhuo-ming' > MA Bao-chen' JIA Qiang® OUYANG Wen-jun’ CUI Zhi-zhong'"
! College of Animal Science and Technology Shandong Agriculture University Tai’an 271018  China

% Institute of Poutry Science Shandong Academy of Agricultural Science  Ji'nan 250100  China

Abstract Newcastle disease virus NDV  field strain SQZ04 was isolated from a broiler flock with typical symptoms and
lesions and cloned by plaque-purification three times. NDV SQZ04 was determined as a virulent strain with MDT of
50.5h and 51.2h ICPI of 2.0 and 1.92 IVPI of 2.8 and 2.68 respectively before and after plaque-purification.
Analysis of F gene indicated that SQZ04 was determined as a virulent gene type [I and its protein amino acid sequence
has homologies of 99.3% 98.7% and 96.9% with published gene type Il vaccine strains LaSota Bl virulent strain
Taxas48 much higher than homologies of 88.3% ~ 88.6% or 91.3% ~ 92.1% with published gene types V[ and [X .
This is the first virulent field strain of gene type Il reported in China. Further more the amino acid sequence "
GGRQGRL" in the F protein cleavage site in SQZ04 strain is identical to lentogenic strains of NDV  such as vaccine
strains LaSota B1.This is the first report that virulent NDV could have lentogenic amino acid sequence in the cleavage
site of F protein where HN genes was compared SQZ04 has a higher homologies of 95.3% ~ 97.3% with known
velogenic strains  but lower homologies of 87.8% ~ 89.5% with published lentogenic strains.
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Foundation item Key Project for Science and Technology Development of Shandong Province 030317  Natural Science Foundation of Shandong Province
031020101

* Corresponding author. Tel 86-538-8241560 E-mail zzcui @ sdau. edu. cn

Other authors XU Huai-ying YUAN Xiao-yuan®

Received 28 February 2006/ Accepted 11 April 2006/Revised 12 June 2006
© PERFRMENMRAAATIKEHEE http://journals. im. ac. cn





