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Table 1 Primers used in sequencing and PCR
Fragment Genome Position Name Sequence 5'—3' seqsuizz(:((jbp A‘(’EZZZ’;‘ ai"‘
M1 CGA AAG CGG CTT ACT GGC TTG TT
Fragment A 16s rRNA M2 TTG AGA TTA GCT CCC CTT CAC AG 548 AF202924
M3 CAA GGT GTA GCA AAA CGT TCT CAA GGA C
Fragment B Rpsl. and RpsG CAP-21 M4 ACC GGA TCC CTG TAT TCT CTA GCC ATT 670 V96589
M5 CGG GGA TCC GGT ATT GTT GTT GGA AGT
Fragment H2 and H2prim M6  CGG GTC GAC GCT CCA TCA AAC ATA GAT 630 AF162991
1.5 PCR 1.7
1 3 6 DNA 1 3 6 DNA PCR
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94°C2min 94°C Imin 55°C30s 72°C 1min 30 MegAlign
72°C 10min 10pLL GenBank
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PCR
1.6 2
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Table 2 Sequence variations of fragment A of Mycoplasma mycoides cluster :Egggﬁg;g%g%
127 154 362 363 429 ] mecA 162972
Mccp T C T A A 216 : : : : i mmcAF162998
Mee C A C G G 20 15 10 5 0
Mmg C A C C G Nucleotide substitutions( X 100)
MmmLC C A C G G 3 C
MmmSC C A C G G Fig.3  Homology tree constructed by analysis of fragment C of 10
Mbov7 C A C G G mycoplasma strains.
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Reclassification of the four china isolated strains of the pathogen
for contagious caprine pleuropneumonia

LI Yuan' ZHANG Jian-hua' HU Shou-ping WANG Liang' XIN Jiu-qing' "
! Division of Bacterial Diseases National Key Laboratory of Veterinary Biotechnology Harbin Veterinary Research Institute CAAS Harbin 150001 China
2 College of Veterinary Science Northeast Agricultural University Harbin 150030 China

Abstract Contagious caprine pleuropneumonia CCPP is caused by Mycoplasma capricolum subsp. capripneumoniae
Mcep . The aims of this study were to identify 4 Chinese isolated strains employing molecular methods and to determine
the appropriate subspecies classification of these strains. Three genome fragments A B and C from each strain were
amplified and then transformed into plasmids. The inserted fragments were sequenced and analyzed by comparison with
six members of the Mycoplasma mycoides cluster. Cleavage of the PCR products of the 4 strains with Pstl yielded three
fragments 548 420 and 128bp in length just like strain F38. The other M. mycoides cluster members had only 2
fragments of 428 and 128bp. Homology analysis of fragment B indicated that the 4 strains exhibited 99.5% homology
with Mccp reference strain F38 98.9% with M. capricolum subsp. Capricolum Mcc strain California Kid and only
95.4% with Mmc strain ZZ. In fragment C the 4 strains had 67.4% ~ 67.6% homology with Mmc PG3 95.1% ~
98.6% with Mcc strains 8601-50 and California Kid 99.6% ~ 99.8% with Mccp strains 97097ET Gabes and F38. The
analysis revealed that 4 pathogeny strains 87001 87002 367 1653 isolated from China are more closely related to Mecp
than to Mcc. Therefore the pathogeny of CCPP in China should be reclassified as Mccp.
Keywords Contagious Caprine Pleuropneumonia  Mycoplasma Capricolum subsp. Capripneumonia ~ Mycoplasma
Capricolum subsp. Capricolum
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