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Abstract: One Health integrates the health of the environment, animals, and humans, involving
food safety, environmental hygiene, and animal and human health. Currently, antibiotic resistance
is exacerbating worldwide, seriously hindering the achievement of One Health. Phages, as viruses
with a century-long application history and the ability to specifically kill bacteria, bring new hope
for addressing antibiotic-resistant bacterial infections. This article reviews the development history,
diversity, and applications of phages in food safety and the environment, animals, and humans,
with the aim of providing references for the application of phages in the era of One Health.
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