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Figure 1. The effects of global climate change on viruses.
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Effects of global climate change on the ecological
characteristics and biogeochemical significance of marine
viruses —A review
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Abstract: As the most abundance biological agents in the oceans, viruses can influence the physiological and ecological
characteristics of host cells through viral infections and lysis, and affect the nutrient and energy cycles of the marine food
chain. Thus, they are the major players in the ocean biogeochemical processes. The problems caused by global climate
changes, such as sea-surface warming, acidification, nutrients availability, and deoxygenation, have the potential effects
on marine viruses and subsequently their ecological and biogeochemical function in the ocean. Here, we reviewed the
potential impacts of global climate change on the ecological characteristics (e. g. abundance, distribution, life cycle and
the host—virus interactions) and biogeochemical significance (e. g. carbon cycling) of marine viruses. We proposed that
marine viruses should not be ignored in the global climate change study.
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