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P, HICEValA056-1 1A fif e H WM (Su) . 5555
E(SmyPitt; KIBFFEVBI111H % K Sherbrooke
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attL-A/attL-BH T MICE ValA056- 1 75 3 K 41 4
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FREMICE ValA056-17 3 PR 4146 A7 S 0 Al
H 4517421 bp; attL-B/attR-CH T4 35 4] )5 ¥R
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Ja, BRI AR S B prfChi L, B Rl
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ICER}, HA5|¥XTattL-A/attL-B . attR-C/attR-
DfgY WA AT 5 M40 B[R] B A7 A B9 V) R
REHICEValA056-11T, DIARDNA MR GEY”
HAZH A
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[ 1. ICEValA056-1E & TR EHNEERERAFMEIENTRERRER
Figure 1. The schematic view of the linear and circular forms of ICEValA056-1. A: the linear form of ICEValA056-
1; B: the recombination of ICEValA056-1; C: the circular form of ICEVal/A056-1; D: the chromosome of

Vibrio alginolyticus A056 without ICEVa/A056-1.
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ALRE A

IR & Z A BRI BN E A056 DNA N
Fit, LlattL-A/attL-B. attR-C/attR-D. attL-
A/attR-D . attL-B/attR-CH5|#%}, PCRA:IY 14
552, 421, 331, 642 bpAy & (K2), £
ICEValA056-17E %5 i 5I i A0S 6 4H i PN RE LA FE
KAETE: BERE LA IE B S FE g T G fh
N g BB USRIy FAAAE TN . FRARIE
FESXT/RI TR b g e S, Bt
A>T FH FEIE T ICEValA056-1 HA5 A #5711
A
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[E 2. ICE ValA056-1 8 H B IERMLEE &N

Figure 2. Detection of the excised and circular
ICEValA056-1. M: DL10000 DNA marker; lane 1, lane
2, lane 3 and lane 4 represent the results of PCR with
primer pairs, attL-A/attL-B, attR-C/attR-D, attL-A/attR-
D and attL-B/attR-C, respectively.

2.2 NxXFICE ValA056-13: 853 I i

AN TR) v B N x AL B i N A056 )5, ICE
ValAOS6- 155 R a3 s . AL, %
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(1.22x10 )RR (1.04x10 YW 11.724%
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[& 3. NxXTICE ValA056-1535 %% 57 2% 8 220

Figure 3. The effect of Nx on the transfer frequency of
ICEValA056-1.
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NS 38N, ICEValA056- 155 RS AT F A g 2 4
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4. Nf3TICE ValA056-15% #8502 1950
Figure 4. The effect of Nf on the transfer frequency of
ICEValA056-1.
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(P=0.077), 1E%30 pg/mL KnfJLBH 30
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(7.91x107°)0.56f%5(P=0.035), 45iREH . WA
Knifk B 934, ICEValA056- 15544 B

A

3
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20 4 |
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& 5. Kn¥fICE ValA056-155 %505 A9 50
Figure 5. The effect of Kn on the transfer frequency of
ICEValA056-1.

TATEIZE R BN A AT, #F9EICEValA056-
VIEARFMRESTAERER N EBIEN, MUFEET
Pk FZXFICERE RS RZ i A AR, LS 4830 i v
IR SXT/R3ITCA AL RS I B G
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s BH 8 2 1 SetR A BETE P, 201 P9 SetR & 1)k
b, REA AR ICE 3 B30 55 1 Set CD Y 1
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Effects of antibiotics on the transfer frequency of SXT/R391
element of Vibrio alginolyticus

Xiangyan He'”, Peng Luo', Yan Gao'?, Chaoqun Hu', Lu Wei'?, Qiuting Liu'"*

' CAS Key Laboratory of Tropical Marine Bio-resources and Ecology, South China Sea Institute of Oceanology, Chinese
Academy of Sciences, Guangzhou 510301, Guangdong Province, China
? University of Chinese Academy of Sciences, Beijing 100049, China

Abstract: [Objective] We studied the effects of nalidixic acid, norfloxacin and kanamycin on the transfer frequency
of SXT/R391 element ICEValA056-1 in Vibrio alginolyticus. [Methods] The circular ICEVa/A056-1 in V.
alginolyticus A056 was detected by PCR. Conjugation experiments were conducted between V. alginolyticus A056
and Escherichia coli VB111 to explore the frequency variation of the integrating conjugative elements transfer after
donor strain A056 was cultured in Luria Broth containing nalidixic acid or norfloxacin or kanamycin in different
concentrations for 15 min or 30 min. [Results] Circular ICEValA056-1 was detected in V. alginolyticus A056,
indicating that ICEValA056-1 had the potential to transfer. Treatment with 40 pg/mL nalidixic acid for 30 min
increased the transfer frequency of ICEVa/A056-1 t019.59 folds. Treatment with 50 pg/mL norfloxacin for 15 min
increased the transfer frequency of ICEVa/A056-1 to 31.25 folds. The transfer frequency of ICEVal/A056-1 had no
significant changes under treatment with different concentrations of kanamycin for 30 min. [Conclusion] This study
indicates that some antibiotics can obviously increase the transfer frequency of ICEValA056-1, and that antibiotics
abuse and arbitrarily discharge might intensify dissemination of integrating conjugative elements from V. alginolyticus

to other bacteria.
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