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Table 1. The summary table of extracellular proteases from S. maltophilia
Strain Protease Molecular  Purification methods Function Potential Literature
weight/ pathogenicity
kDa

S. maltophilia StmPrl Protease ~ 47.00 Ion exchange and gel filtration ~ Immune Yes 2002, Windhorst et

chromatography, et al. evasion al.
S. maltophilia ECPase 45.70 Ammonium sulfate precipitation; Immune Yes 2007, Huang et al.
strain CCF00024 i(l)n exchange chromatography, et evasion

al.
S. maltophilia Homolysin 20.76 Ammonium sulfate precipitation; Cell toxicity Yes 2006, Geng et al.
strain CCF00024 ion exchange and gel filtration

chromatography
S. maltophilia Extracellular 28.00 Ammonium sulfate precipitation; Nematocidal No 2009, Huang et al.
strain G protease i?n exchange chromatography, et activity

al.
S. maltophilia maltocin P28 43.20 Polyethylene glycol precipitation; Bactericidal No 2013, Liu et al.
strain P28 i?n exchange chromatography, et activity

al.
S. maltophilia Fibrinolytic enzyme 28.30 Ammonium sulfate precipitation; Fibrinolytic — 2007, Wang et al.
strain DR929 hydrophobic interaction, ion activity

exchange, and gel filtration

chromatography, et al.
S. maltophilia SMP 42.00 Ammonium sulfate precipitation; Fibrinolytic — 2007, Yan ZY
strain D ion exchange and gel filtration  activity

chromatography
Xanthomonas Alkaline serine 36.00 Ion exchange, hydrophobic Industrial — 2002, De et al.
maltophilia endopeptidase interaction, and gel filtration application
strain POA-1 chromatography, et al.
S. maltophilia Smp-1 40.00 Ammonium sulfate precipitation; Industrial —— 2005, Miyaji et al.
strain S-1 ion exchange and hydrophobic  application

interaction chromatography
S. maltophilia Cold-active 75.00 Ton exchange chromatography ~ Cold-active — 2009, Kuddus et al.
strain MTCC 7528 extracellular detergent

alkaline protease

S. maltophilia SML 52.00 Hydrophobic interaction Industrial ~— 2013, Lietal.
As‘tzresuil CGMCC c{lromatography; ultrafiltration, et application

al.
S. maltophilia Alkaline protease  98.00 Ammonium sulfate precipitation; Industrial —

strain SK

al.

ion exchange chromatography, et application

2{)15, Waghmare et
al.
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Progress on the functions of extracellular proteases from
Stenotrophomonas maltophilia - A review

Min Tang'”, Li Li"?, Rong Xiao”"

" School of Life Sciences, Liaoning Normal University, Dalian 116081, Liaoning Province, China

? Lamprey Research Center, Liaoning Normal University, Dalian 116081, Liaoning Province, China

Abstract: Stenotrophomonas maltophilia is a gram-negative bacilli, widely distributed in the natural environments.
As a novel, conditional pathogenic bacterium associated with high mortality, S. maltophilia could infect human or
other organisms. In recent years, more and more studies have shown that extracellular proteases from bacteria are the
key proteins which could lead to the incidence of hosts. Therefore, to explore the compositions and functions of
extracellular proteases from S. maltophilia will not only help elucidate the pathogenic mechanisms, but also provide
information on using them as the targets during the clinical treatment in the near future. This paper summarizes the

characterizations, functions and applications of the extracellular proteases from S. maltophilia.
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