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Figure 1. Reaction mechanism of reductive amination by L-leucine dehydrogenase'® .
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Figure 2. The positioning of substrate and co-enzyme!'®'*. A: in the crystal structure of L-phenylalanine

dehydrogenase (PDB ID: 1C1D); B: in the crystal structure of meso-diaminopimelate dehydrogenase (PDB ID:

3WBF).
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L-Amino acid dehydrogenase catalyzes the reductive amination of a-keto acids.
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The reversible reaction catalyzed by meso-diaminopimelate dehydrogenase.
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