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Figure 1. Projects (A) and grants (B) of microbial resources and taxonomy from 2008 to 2017.
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Table 1. Main categories of projects and grants
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P [ERIYE| HELS X B4 EINSRE| N N e 530 HoAty *
WHK 23> WE 2% SH 2%° WHK 23" SHK 4% WK &% W 2% WH &%

2008 23 647 5 100 7 177 0 0 2 400 0 0 3 11 2 10
2009 24 694 7 140 5 122 0 0 0 0 0 0 2 220 2 35
2010 26 905 13 259 8 216 0 0 0 0 0 0 4 218 5 50
2011 26 1574 21 486 13 632 0 0 0 0 0 0 1 230 2 25
2012 29 2205 19 437 11 555 1 274 0 0 0 0 2 281 1 30
2013 25 1902 24 547 16 788 2 593 0 0 1 100 4 24 4 68
2014 23 1909 25 605 18 872 1 297 0 0 1 100 0 0 1
2015 21 1299 23 475 13 521 2 566 0 0 0 1 167 0
2016 29 1755 32 637 12 4720 0 0 0 0 1 9 0
2017 32 1831 26 616 15 586 1 293 ] 350 0 2 58 0
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Table 2. Projects and grants in each application code of microbial resources and taxonomy

C010101 C010102 C010103 C010104

Ay BTG 2R TR TR DI 5 7328 BRI 32k AR S 326
WEE 2%/t i H % 2%/ i H % 2%/ 50 i H % 2%/ 50

2008 7 368 3 80 26 823 0 0
2009 8 228 4 110 24 789 2 53
2010 10 270 7 169 36 1189 0 0
2011 19 854 5 223 37 1837 1 23
2012 16 681 10 550 36 2528 1 23
2013 23 1410 9 320 39 1849 2 125
2014 21 1043 4 210 40 2133 2 100
2015 14 521 6 231 36 1481 1 62
2016 23 802 10 367 40 1664 1 40
2017 14 803 5 170 57 2725 1 38
580y 155 6980 63 2430 371 17018 11 464
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Table 3. Projects and grants of each application code supported by General Project
C010101 C010102 C010103 C010104
i ANF IR 5432 R B S 2 HHBHR 54028 A RCIR S 0026
WOEU wepxs &% WEIEY wphs 2% WU waeks &% WU ek &%
H I 5L % ot HiEEK % Tt W % ot iR % Vb
2008 4/19 21.05 125 1/9 11.11 35 17/47 36.17 452 0/1 0 0
2009 7/39 17.95 208 3/11 27.27 90 13/45 28.89 366 1/3 33.33 30
2010 4/16 25.00 133 3/7 42.86 95 19/44 43.18 677 0/2 0 0
2011 9/37 24.32 540 2/7 28.57 118 15/54 27.78 916 0/1 0 0
2012 4/34 11.76 314 6/12 50.00 403 19/74 25.68 1488 0/1 0 0
2013 10/28 35.71 740 2/11 18.18 160 12/50 24.00 926 1/3 33.33 76
2014 8/27 29.63 631 1/10 10.00 88 14/40 35.00 1190 0/1 0 0
2015 5/18 27.78 320 2/7 28.57 131 13/44 29.55 786 1/2 50.00 62
2016 7/31 22.58 427 3/13 23.08 191 19/60 31.67 1137 0/3 0 0
2017 5/26 19.23 294 2/8 25.00 80 25/59 42.37 1457 0/4 0 0
Bt 63/275 22.90 3732 25/95 26.30 1391 166/517 32.11 9395 3/21 14.29 168
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Table 4. Top 15 affiliates supported by General
H 146 31, HEIHAY 56.59%, BRI G AT Project from 2008 to 2017
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Table 5. Projects and grants in each application code supported by Young Scholars Project
C010101 C010102 C010103 C010104
i TR B 22 TR BT -5 72 HH IR 732 FREE IR 2
TR ks &% WIEU wapr 20 GIRU pemzy At RIRU wanrs A0
TR % Tt HEE % Tt HIEE % Tt W % Jiot
2008 1/10 10.00 20 1/5 20.00 20 3/23 13.04 60 0/0 0 0
2009 1/8 12.50 20 1/2 50.00 20 5/30 16.67 100 0/2 0 0
2010 3/14 21.43 62 2/7 28.57 39 8/27 29.63 158 0/1 0 0
2011 7/29 24.14 163 2/5 40.00 50 11/30 36.67 250 12 50.00 23
2012 8/33 24.24 183 2/10 20.00 48 8/36 22.22 183 12 50.00 23
2013 8/27 29.63 183 4/7 57.14 91 12/48 25.00 273 0/0 0 0
2014 9/32 28.13 220 1/7 14.29 24 15/49 30.61 361 0/3 0 0
2015 8/24 33.33 162 3/6 50.00 60 12/51 23.53 253 0/3 0 0
2016 13/29 44.83 257 5/10 50.00 98 14/50 28.00 282 0/1 0 0
2017 6/34 17.65 142 2/6 33.33 50 18/48 37.50 424 0/1 0 0
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Table 6. Top 15 affiliates supported by Young
Scholars Project from 2008 to 2017
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Table 7. Projects and grants in each application code supported by Regional Project
C010101 C010102 C010103 C010104

s R B 5 432 AT B IR5 502 HH IR 732 P BE TR 438

ENEY  wmews &% WIEY wmews &% WEEY wmews &% WY wmw &0

HIEH 2L % Tt HIEE % Tt HIEE % Tt HIEE % Bt
2008 1/5 20.00 23 12 50.00 25 4/14 28.57 107 0/0 0 0
2009 0/5 0 0 0/2 0 0 3/14 21.43 76 172 50.00 23
2010 2/7 28.57 65 172 50.00 25 5/19 26.32 126 0/0 0 0
2011 3/16 18.75 151 1/7 14.29 55 9/33 27.27 426  0/0 0 0
2012 3/12 25.00 154 2/5 40.00 99 6/27 22.22 302 0/1 0 0
2013  4/18 22.22 196 1/4 25.00 48 10/32 31.25 495 1/1 100.00 49
2014  4/20 20.00 192 2/6 33.33 98 10/35 28.57 482  2/2 100.00 100
2015 1/13 7.69 39 1/4 25.00 40 11/46 23.91 442 0/3 0 0
2016 3/13 23.08 118 2/6 33.33 78 6/29 20.69 236 1/1 100.00 40
2017 2/15 13.33 74 1/5 20.00 40 11/42 26.19 434 1/2 50.00 38
Bt 237128 17.97 1012 12/43 27.91 508  75/291 25.77 3126 6/12 50.00 250
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Table 8. Top 15 affiliates supported by Regional
Project from 2008 to 2017
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Statistics of proposals received and funded in microbial
resources and taxonomy from 2008 to 2017
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Abstract: The article summarized proposals thatreceived and funded by National Natural Science Foundation of China
from 2008 to 2017 in the field of microbial resources, taxonomy and phylogeny. In view of the prominent problems in
the funding and management of the projects, it makes some suggestions on the future work.
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