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112 FERKN.: RGN, sRkE
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Table 1.

31K, 0.2% Triton X-100 F 4 °C i i&ELAFE 15 min,
5% BSA £/ 1 h, IE¥E; Mm% Myc MADb
Y H % CF594 FRic 19G #EA T A HE s 96 ik 56,
o N 2 2 B 1 A R T o
15 SHAIEERLE

YR A LY 36 h e, FERRTIRI
P2 PBS UL 3 36, AR FFEE(L: 1)T-20 °C
[l 1 h; FEdafE W, 8] Ve, A PBS Bl
() 10%4" [fiL 3% , 37 °C I M1 1 h; 43 BN A 41 PPRV
A LT BT Myc MAD, 37 °C 5 1 h; 5%,
A RSB ILE FITC FRICH 19G FIY Hif
CF594 Fric i 19G, 37 °C LM HE 1 h; kL
Pi; EUEE T OO BIMEE T TR
1.6 Confocal 3%

FA TR LY 36 h 5, FRBR AR oo
VR BRAG I Fi 20 2 11 ) e 06 o ] 4% 22 R T [ 5
30 min; MR4ER 104, AR A
X A BRPT HA MAb ., 4T Myc MAb Fl/s 4T
Flag MADb, 4 °CIFE IR ; B IR F 5
P11 CF350 ARic iy 19G .9t il CF488 #7ic i 19G
/Y Bt CF594 Fric i 19G,37 °C G &FF 1 h,
FIH] TCS SP8 Ut IR M2 RGE kA U 5 43T

RNl
Groups of transfection

Groups Plasmid and dose

Control

pCMV-Myc-SLAM (3.0 ng)
pCMV-Myc-Nectin4 (3.0 ug)
pCMV-HA-H (3.0 pg)
pCAGGS-Flag-F (3.0 ug)

© 00O N O O A W DN PP

=
o

pCMV-HA-H (1.5 pg)+ pCAGGS-Flag-F (1.5 pg)

pCMV-Myc-SLAM (1.5 pg)+ pCAGGS-Flag-F (1.5 pg)

pCMV-Myc-Necting (1.5 pg)+ pCAGGS-Flag-F (1.5 ng)

PCMV-Myc-SLAM (1.0 pug)+ pCAGGS-Flag-F (1.0 ug)+pCMV-HA-H (1.0 pg)
pCMV-Myc-Nectin4 (1.0 pg)+ pCAGGS-Flag-F (1.0 ug)+pCMV-HA-H (1.0 pg)
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Figure 1. Expression of fluorescent protein 36 hours
after transfection. A: Untransfected CHO-K1 cells; B:
pCMV-Myc-SLAM transfected CHO-K1 cells.
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2. PPRV BEREHMIRMESIER

Figure 2. Fusion function of PPRV envelope
glycoprotein. A: Untransfected CHO-K1 cells; B-J:
pCMV-Myc-SLAM, pCMV-Myc-Nectin4, pCMV-HA-H,
pCAGGS-Flag-F, pCMV-HA-H+ pCAGGS-Flag-F,
pCAGGS-Flag-F+pCMV-Myc-SLAM, pCAGGS-Flag-
F+pCMV-Myc-Nectin4, pPCMV- HA-H+pCAGGS-Flag-
F+pCMV-Myc-SLAM, pCMV-HA-H+pCAGGS-Flag-F+
pCMV-Myc-Nectind  transfected CHO-K1 cells,
respectively.
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Figure 3.

Subcellular co-localization of PPRV H, F and receptors in transfected CHO-K1 cells under confocal

microscopy. A: pPCMV-Myc-SLAM; B: pCMV-HA-H; C: pCMV-Myc-Nectin4; D: pCAGGS-Flag-F.
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Fusion function of Peste des petits ruminants virus envelope
proteins

Ruixue Deng, Xuelian Meng”, Xueliang Zhu, Xuepeng Cai, Yongxi Dou, Zhidong Zhang

State Key Laboratory of \eterinary Etiological Biology, Lanzhou Veterinary Research Institute, Chinese Academy of
Agricultural Sciences, Lanzhou 730046, Gansu Province, China

Abstract: [Objective] To study the role of Peste des petits ruminants virus envelope glycoproteins hemagglutinin
and fusion during the fusion process. [Methods] The eukaryotic expression recombinant plasmids pCMV-HA-H,
pCAGGS-Flag-F, pCMV-Myc-SLAM and pCMV-Myc-Nectin 4 sequenced correctly were transfected or co-
transfected into CHO-K1 cells, and then the fusion role of PPRV H and F proteins was analyzed by microscopy and
indirect immunofluorescence technique. [Results] The formation of syncytium was observed in the co-transfected
cells while it was not found in the single plasmid transfected cells and the negative control. The number of syncytia
in cells co-expressing H and F proteins was significantly more than that of the other groups. The H and F proteins
were co-redistributed to form the polar caps (co-capping) in the same position. [Conclusion] PPRV F protein is an
essential protein for fusion of the viral membrane with host cell membrane, but it must interact with PPRV H to
make virus invasion successfully.

Keywords: hemagglutinin, fusion protein, receptor, membrane fusion, Peste des petits ruminants virus
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