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Table 1. The chemical information of Yingtan soil
Treatments Total N/ AN/ SOM/ AP/ AK/ Total K/ Total P/(mg/kg) pH
(eke)  (mgke)  (gkg) (mgkg)  (mglke) (eke) gre P
Control 0.83+0.06a 62.83+7.24a  13.70+1.38a 0.28+0.12a 126.67+17.47b 16.77+0.49a 304.33+13.05a  5.25+0.09a
NPK 1.13£0.13b 83.87+9.09b  18.40+2.15b 2.56+0.44b 70.00+7.21a 15.67+0.68a 534.33+56.98b  5.36+0.06a
OM 1.24+0.08b 101.53+8.73c 19.90£1.78b 5.84+0.66c 106.00+2.00b  15.73+1.11a 714.33+21.50c  5.33+£0.21a
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Figure 2. Bacterial observed otus (A) and phylogenetic diversity (B) indices in different samples.
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Figure 5.

Changes in bacterial species among '*C straw and *C-straw under different fertilizations. Solid circles

in Manhattan plots represent the positively responding OTUs (defined as the responders) between 'C- and
12C-straw treatments of Control (A), NPK (B) and OM (C).
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Effect of *C-labled straw on the results of DNA stable isotope
probing experiments

Yushan Zhan'?, Jianwei Zhang', Youzhi Feng'"

' State Key Laboratory of Soil and Sustainable Agriculture, Institute of Soil Science, Chinese Academy of Sciences, Nanjing
210008, Jiangsu Province, China
? Graduate University of Chinese Academy of Sciences, Beijing 100049, China

Abstract: [Objective] DNA-based stable isotope probing (DNA-SIP) is a powerful tool for tracing substrate
assimilated microorganisms in complex environments. However, in recent studies involving SIP, we found that *C
utilization may interfere with experiment results. For example, when microcosm and DNA-SIP are applied to study
straw degradation microorganism, “C-labled straw is bound to be amended, but whether the amendment as well as
the fertilization of soil will affect the microbial communities is still unknown. [Methods] We sampled three
fertilized (Control, NPK, OM) paddy soil from Yingtan red soil ecological experimental station to study the
difference of biogas emission, microbial diversity and responding species among three fertilized soils and two kinds
of straw. Microcosms were conducted with '2C and *C-labled straw amendments afterwards. [Results] We found
that no difference of accumulative C emission was detected among three soils with '°C and "*C-labled straw
amendments. Under oligotrophic (Control) conditions, soil bacterial communities of BC-labeled treatment
represented a higher diversity while microbial heterogenicity was higher in *C-labeled treatment, and discrepant
species were hardly detected between these two treatments. Under copiotrophic (NPK and OM) conditions,
bacterial communities of *C-labeled straw treatment performed no difference on both their diversity and structure,
but discrepant species were detected, mainly belong to Proteobacteria and rare species. [Conclusion] Our results
showed that "*C-labeled straw did affect bacterial communities to some extent. Hence, as labeling substrate, high
abundance straw can be applied, but it need to be cautious in the following SIP experiments.

Keywords: BC-labled straw, DNA-SIP, microcosm, soil microorganisms
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