[CGRYEZ

Acta Microbiologica Snica

2019, 59(2): 1737-1746
http://journals.im.ac.cn/actamicrocn
DOI: 10.13343/j.cnki.wsxb.20180364

M- BA- R s i S
B, BEL, AHEE

SYIIHAIE S IR RGBS BT L, VORI ALTE S IR S S WM R R S0 %, ROl R A LA
WA=, I8 Fat 210095

W : BB I 1 1 T ERRAS, FIRS 558 B a R SR o Wi A IR n]
REP 2 TE B RGUIRERRnT, NI A B TP . IIL, WFFE e Y - i 3 4V
Lo U, 0 ro 38478 3l A ) TR S R RS RE , R 22 R GBI B2 W 536 7 R (U i T B I 4E
K, ARBEREY SHUASIE R GER N EAEMT T2 Tz, SRIH BRI TR AL 8 R I .
I, ASCERIR T i AR Pns g EAp 2 HER TR AT, LR TE A -5 i 2 I ) AR 22
NRE . AT BV I SE DT TSR, O A M T A% Fn A R 47 i SR R ST REANA T A AL A 42
ME%

Xua: mECEY, WY, -, MRS

Pathiit, WiE MR R N e (N FSh
PN FEFE LA E 2 LR Y E R ) A
B, ERESHHARA G YA 25 4 g
WS AL, WE 2 S R e R
AEBRINRE, WME(E ST AT Bk |
B RIS IE 5 i T R S A G L A
R 2223 s 45 R A VR o 22 B BN SO R ST
C LMW, W liwilal A9 (5 2 AU ) . —J7 T,
T A W TR R A PR A2 S S i i R AT
5 —J5 Wi, i EAT N B R AR AR BE S R i fi 1 T R
(9 2R RIS o T AR A A R T 4 ) 2 30 B R A

i A R P ph Tl 3 A A AR
518 F AT AU TR OG DRt g
B RRE . 2R maE A Y RN TR -
19— i Al 22 OC T BE L AR T - O TR TE R R
L SR PR T AR i
A SCEE G A P A S T8 5 AR W — P — O i e
AIBFFEAE A, THE T I JLAF 5& Tl A P X6 R i fit
JRE R 5 LA K A AR W) A AR i A
S RE R 12 05 BT I, D RS AT a8 A
Px) 1 S50 22 R G0 RE AT S IR 24 P b
LIRS % .

BEEWB: EEKARP-IE4:(31430082); [E A S IERIA 7T & BT (973 1 H) (2013CB127300)
"BIE{EE ., Td: +86-25-84395523; E-mail: zhuweiyun@njau.edu.cn
WS HER: 2018-08-17; f&[EIHEA: 2018-12-03; Mg+ AR HEA: 2019-01-03



1738

Kan Gao et a. | Acta Microbiologica Snica, 2019, 59(9)

1 MR E R E R

11 BRI

i ENFSY) 5 1E N AL A 1000 Z 5
Bt Yy, Hod JEREE T (Firmicutes) FILFT & 1]
(Bacteroidetes) & 738 N AL H T 19 Seib = 6F
REW, 18 FGERED S FRAXE.
SPGB AR TR R G e 4 1 B
MAE Y ESHAE IR N, 518 EIR UL 24 HAE M
% . WiEAEYINE 220 . ZFE0 . e IR
Ty, {8 R AN S A M 1 B N EREEE L
TH PN AT 4R AR S R RUE W S e 3 EAER
AR I i T8 WA 0 R OB K i i A 22 K
ilf P 2T 5 Tt = HE K MR D R (short-chain - fatty
acids, SCFA), SCFA Xffe F:7=/E 3 AR, 1kAt,
AR R, HEMEY KRS S5hE S
ARG, AN FI5E AR
M AR AR S M T e Ao K
I IR TE A W ) R L SRS A W A
X} i 224 (liposaccharides, LPS)iEfT £kl 1k iy fE
(. Appetit )

Behavior

* Circadian rhythm
« Development

* Emotion

* Learning

* Memory

N /

K Neural signal \ C

transmission

* Enteric neuron
development &
maturation

* Enteroendocrine

* Gut motility

" /

J1, BHREFS TG R,
12 HWHEMEYRFERR

FEEA HR. HEERZR, Bamipii
BREAZL R RIS BER  Bian 1S i B AR ATHE RS
HFF SRS R (G5 R )RR BE L R BE ) XA 4 1 1
DARE ST (52, I TR U SRR 2L S 5
e -4 M 1 TR AR AL B, BRFL Y S0 32 e LI
it ol G R W T GBS BTG . Mu D — A
P, BEFLARORR S5 R Y N4 S5 175 i 1 ik
YRR RS UM SC, AP, B i e
P REAIAL . Mu SRR B, 8 1 H R
TR ARSI R BT TE 2 20
A KOG S I T REEE AT R, AR KA IE AR (R
XEMAEY, i A Y m R A, T
TRRELL R 2 SR A RE ) B A7 0 22 8
IEAR, 3 S AR fi S AR P 4 R TR 2R R A R 2
s fE ER M IE R W fi 2 R 4 (enteric nervous
system, ENS) F1 H X #ift 22 & %t (central nervous
system, CNS)ZhRE(A 1).

Factors
Diet

Genotype
Environment

Antibiotics
Probiotics

Bl ¥WEENEYREFEMNERRENEEREREDENT N

Figure 1.

actamicro@im.ac.cn

Factors driving the variation of gut microbiota may affect the function of nervous system in host'?.
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Abstract: The gut microbiota regulates intestinal homeostasis, and also participates in the modulation of brain
function and behaviors of hosts. Disorders of gut microbiota are associated with the dysfunction of host nervous
system, causing the development of neurodegenerative diseases. Thus, better understanding the role of gut
microbiota in the gut—brain axis can provide new strategies for the diagnosis and treatment of nervous system
diseases by the targeted modulation of gut microbiota composition and function. In recent years, studies on the
interaction between gut microbiota and brain function have been reported, but the underlying mechanisms are still
not fully understood. Therefore, combining with the latest research findings from our laboratory, we review here the
modulatory effects of gut microbiota on nervous system and the potential role of interaction between gut microbiota
and host in the modulation of brain function and behaviors of hosts, aiming to deepen our understanding about the
role of gut microbiotain the modulation of brain function and behaviorsin hosts.
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