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Figure 2.

Schematic illustration of the metabolism of inorganic sulfur compounds by sulfur oxidizing microbes.
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Table 1.

The sulfur-oxidizing bacteria groups in different mangrove sediments

Study sites SOB groups References
Futian mangrove in Shenzhen, China Rhabdochromatium, Thioalkalivibrio [33]
The mangrove in Fujian, China Marichromatium [34]
The mangrove in Rio de Janeiro, Brazil Chromatiaceae, Ectothiorhodospiraceae [35]
Mangroves in Sao Paulo, Brazil Betaproteobacteria, Gammaproteobacteria [36]
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Table 2.

The sulfate-reducing bacteria groups in different mangrove sediments

Study sites SRB groups

References

Salt marsh in Medway estuary, UK
Mangroves in Sao Paulo, Brazil
Mangroves in Hainan, China
Mtoni mangrove in Dar es Salaam, Tanzania Desulfosarcina
The mangrove in Guanabara Bay, Brazil

Desulfobacterales, Desulfovibrionales, Bacteroidetes

Desulfovibrionaceae, Desulfobacteraceae, Desulfobulbaceae, Syntrophobacteraceae [54)

[36,55]

Bacillus, Vibrio, Clostridium, Burkholderia, Shewanella, Marinobacterium [56]

[57]

Desulfobacterales, Desulfuromonadales [58]
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Figure 3.

Coupling processes of sulfur and other element cycles.
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Abstract: Mangrove forest is a special coastal wetland ecosystem and formed by the periodic mixing of freshwater
and seawater. The sediment of mangrove wetland is rich in organic matters, accelerating nutrient cycling driven by
resident microbes. Due to high concentrations of sulfate and a variety of sulfide in mangrove sediment, mangrove
wetland has been considered as an ideal ecosystem to explore sulfur cycling. This review aims to understand the
microbially-driven sulfur cycling, especially sulfur oxidation and sulfate reduction processes in the sediment of
mangrove wetland. The major environmental factors affecting sulfur oxidation and sulfate reduction are also
discussed. Moreover, future research expectations for microbially-driven sulfur cycling in mangrove ecosystem are

indicated.
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