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The regulatory network of biofilm in Vibrio parahaemolyticus. The green arrow indicates the promoting

Figure 1.

effect, while the red arrow as inhibition. When the concentration of S signal is low, the ScrC protease promotes the
synthesis of c-di-GMP, and conversely, inhibits the synthesis of c-di-GMP.
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Biofilm formation and regulation mechanism of Vibrio
parahaemolyticus: progress and trends

Fufeng Jiang'**, Tao Lei”, Qingping Wu®", Jumei Zhang®, Rui Pang’

' School of Food and Biological Engineering, Shaanxi University of Science & Technology, Xi’an 710021, Shaanxi Province, China
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China, Guangdong Institute of Microbiology, Guangdong Academy Sciences, Guangzhou 510070, Guangdong Province, China

Abstract: Vibrio parahaemolyticus, the causative agent of seafood-borne acute gastroenteritis worldwide, benefits
from a sessile biofilm lifestyle that enhances survival outside the host, contributes to host colonization and
infectivity but also leads to cross-contamination between processing equipment and foods. Insight into the
regulatory circuit underlying biofilm formation may propose targeted strategies to interfere with a process that
renders this bacterium remarkably adaptable to changing environments. Here, we mainly demonstrated the
regulatory of two mobility structures (flagella, pili), extracellular matrix polysaccharides, the second messenger
c-di-GMP and quorum-sensing system that contribute to biofilm formation.
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