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Construction and application of environmental microbial
resources information repository
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Abstract: [Objective] Developing a website that collects environmental microbial information and can quickly
synthesize environmental control microbial populations. [Methods] With the support of the “Chinese Academy of
Sciences Strategic Biological Resources Service Network Plan”, relying on the resource-rich environmental microbial
entity collection library, we improved the information on function, environmental adaptation and physiological and
biochemical characteristics of the deposited strains, and established environmental microbial information repository
(website: http://www.envimicrobe.com/em.cib.cn). [Results] The information repository mainly includes two
modules: “resource library” and “group synthesis system”. The resource database collects and integrates information
on the functional characteristics, environmental adaptability, physiological and biochemical characteristics of the
strains. The population synthesis system matches the feature information of these functional bacteria with the
pollutant information and environmental condition parameter information of the target contaminants, and then quickly
synthesizes targeted environmental management microbial populations, and develops environmental microbial
compound products. [Conclusion] The application of this information database not only helps researchers quickly
obtain relevant microbial resource information and carry out environmental microbial research efficiently and quickly,
but also promotes the industrialization and application of environmental microbial resources.

Keywords: environmental biotechnology, environmental microbial repository, information platform, group
synthesis system
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