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Figure 1.

FRIEN GG AR GRRE, Hp 1
m*%A?S%ﬂ%ﬂ%i¢§ﬁW?ﬁl%
Ao, WA ED TX =KES T
BETREHAWE IR, Fh—FEHRS, Bt
A G . VIBR LA SR IE 2R 25 HE (K], S B 24
SEDR R AR AL, Rt — FLOR AR G, BT
RIS F AN 25 PR A BRI 2 05 1830 2R, U
FEEA N PRI RPUA R 251 aadA. aac,
I AR RE R B A RN 25109 dfr, A SoR N B
B R 2509 cat, eml AN S PUR 2 25 Hu 4 R
2511 tet . A TABRBIFTARER, WEK
B 55 2 JBE R (38 B 5 U SR AR LR I A AT
SR, A BEAE g il P ml e 5] % 4 %) B8R A% R it
23U g AT DL 1o 38 BRI i A7 A R S N
&, HifE ERE N EMA R, K, GRS
RUTRL SR HE T . 4 AT G AL R 4 5 7E N A AT
B ah L oo A nT R B A T E KR
FEAE AN T 22 ] 22 0

2 EoFTxEREGWHERK. 5
"k

BETHARPFINEIEN G,
o 25 1k A BE T o

CRUINNEN
BA TN & 15

actamicro@im.ac.cn

Integrons basic structure.
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intl I: Pc Gene 2 Gene 1 Conservative sequence
atrC2 attCl

attl

Gene 2

attCl  Conservative sequence

w e

attl attCZ

2. EBEFHR.
Schematic diagram of integrons capture and shear gene cassette.

Figure 2.
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Research progress of integron-mediated antimicrobial
resistance of Salmonella
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Abstract: Salmonella are a group of zoonotic pathogens threatening the public health. The invasion of Salmonella
into humans and livestock causes typhoid and paratyphoid fever, gastroenteritis, septicaemia, and extraintestinal
focal infections. Antimicrobials are an effective treatment for serious Salmonella infections. However, the extensive
use of antimicrobialsin clinical practice and animal husbandry has led to increasing antimicrobial resistance among
Salmonella. Integrons, mobile genetic elements ubiquitous in bacteria, can efficiently capture exogenous genes and
ensure their expression. Moreover, these integrons could be complexed with transposons, plasmids, etc.,
consequently enabling the intra- and interspecies dissemination of multiple antimicrobial resistance genes in
bacteria. Over the past two decades, the emergence of new gene arrangements and complex integrons in gene
cassettes has led to the rapid evolution of integron systems. Integrons play a significant role in the spread of
antimicrobial resistance in Salmonella. In this paper, we summarized the molecular structure, classification, and
action mechanism of integron systems, and reviewed the progress of research on class I, I, and Il
integron-mediated antimicrobial resistance presented in Salmonella, together with the available detection methods,
aiming to provide areference for the research on antimicrobial resistance of Salmonella.
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