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Abstract: H5N8 subtype highly pathogenic avian influenza virus (HPAIV) has spread to Asia, Europe,

Africa, the Americas, and other countries and regions with the migration of wild birds and commercial
trade activities. HSN8 HPAIV caused two waves of pandemic in 2014-2015 and 2016-2019, and the
third wave has broken out, leading to the death of a large number of poultry and wild birds and serious

economic loss. Previous studies have shown that mutation can enhance the virulence of the virus to

mammals such as canines, mice, and minks. The first human infection event was reported in February

2021, which is of important public health significance. This article reviewed the global epidemic

situation of the H5N8 HPAIV in recent years, and discussed its origin and hazards. We suggest

strengthening the active surveillance of AIV in wild birds, especially migratory birds, and performing

early warning to reduce economic loss and threats to human health.
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Figure 1 The epidemic situation of the HS5NS
subtype HPAIV.

50 90 5 A H AR K M AR &8 HSNS I
Rl HPALIV WEPRIZHAEH AL BRN(TEE . &=
KA far 2 FIBE ), R WS AR IX | JESE(3E
B, &R, BA, hEEE . PE R
A uh E AR Z A B YIB e R, S
T group A,

R EA T 2016 4E 4-6 T EF
AR B A0 i, AHEE 2014 AT
2016 43X 21 52 5% S R B ), Rp i) ) 5
K Zm X AW . B AR X
E%, ZHEZRH R I HSNS W& HPAL
PENE o DX AT AR, S5
] JE YN & AE i ™ E A A R AR . FEIL ],
L5 I = 3 N 2~ S 11 I AN 7 T A
FEv . PR, R R EE L AN, R
Fl BR2E D BRHM. SLREGE . AR DI
T, s, PR WAEA . O RE
FEIRYE. . Wi ke . g SO . PR
T Eh o B AN 5 2 30 AR E K
W THES . B HSNS WA HPAT 1% . 16
X 30 MEZEF, A 19 EEE A S
M3 H5NS W HPAIV, 6 MEFERERE
HREIE], 5 A EZR LT W — B e BT 5 A

BRI R H5NS WA HPAIV, ¥R . 8 A
) A TR 2 52 92 1 5 W) e 7™ 1) LA RO 1 52
A YN FEE 322 R BF 5 A 22 T BRI A 2
P, TRV 2016 4F v [ 35 W 0 F AR 2 S
N TDINPEI e

XS 5 1 (2018-2019 4F) T B4R i 7E
HZR L AR LA S AR E B A X, U L X A A B
B B RAN DA KA T AR R B PR AN, B
AR Hb DX DA A B4 S P S DX A B S BT 4 PR o
2018 4F KA I B R b X 5 2017 42 F
7T 60%, 2018 & 2019 4E[E . HA ., i
B AR LA AU SEUN | B SE U B AR R 58
$7 19 % A= H5NS W5 HPAI #1%, 2016-2019 4F
JETEBEAR R E 2.3.4.4 73032 group B, #E 2018
2019 4R N 2016 ARSI AESE

9IRS IR T 2019 AE4EIE E 2020 4F4E
WIRIRCIN , A AREE R, MZE HATC 580k
WML 2 E S e K g T S, IR
5] & ZH B A4 1525 HSNS VB HPAT 4 , X
WRETE ¥t 2.3.4.4 b 433 H) HINS 532,

2020 4ERHT, ABRXF 2.3.4.4 /3 KM HS R &
KH group A-D 43277, Hid HSN8 2%
S TE group A Fl B, Group A 4337 LA A/broiler
duck/Korea/Buan2/2014 NICFE, FEAUFE
2014 A= o FE BERR A K 20142015 4F 5 F 5
EEEEPEEGE . HA . B, J63E%EH
X AT H) HSNS Bk ; group B 4352 LA A/breeder
duck/Korea/Gochang1/2014 “HftF, FE A5
2013 4E P E G 7 | 2016 SR ME B A 1E 2R AT
B RER 7K . Group B WATIERIE ), 52
FEEEH K, SE X HSNS W7 % HPALV (3 {43
M B . group A B H 2.3.4.4 ¢ B, group
B T\ H1 2.3.4.4 b BAC(E 2). BT 330 M Iy B
ARV A EZ B BOR 225, REE R
BEEZS A %, YT HSNS BYUIIR T /E A Xt

http://journals.im.ac.cn/actamicrocn



LiYi et al. | Acta Microbiologica Sinica, 2022, 62(1)

Location
Asia EU NA AF

001 -
— —
— 2(010-2013 -
Wave 1: 2014-2015 =
i
s Wave 2: 2016-2019 [
s Wave 3: 2020-2021 -
I
=
o I
=
<
(3]
c\i I
] R
— —
100 e skl A/breeder duck/Korea/Gochang/2014 (H5N8) I
! T 2.3.4.4a
] [ ==
Alduck/Jiangsu/k1203/2020 (H5SN8) =
—
= ==
VE‘ ----------------- Afbroiler duck/Korea/Buan2/2014 (HSN8)
v f% )
100] In : Cju.z—’ B
=] on
e :
S “ e
I =
e
b=
=
100 ‘,EE
2.3.4.4d-h — =

E 2 HS5NS T E! HPAIV &L it

Figure 2 Maximum-likelihood phylogenetic tree of HA gene of the HSN8 subtype HPAIV. Sequences were
downloaded from NCBI and GISAID. The representative strains of 2.3.4.4a—h were selected as WHO
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