[DEXyESI

Acta Microbiologica Sinica

2023, 63(5): 1741-1747
http://journals.im.ac.cn/actamicrocn
DOI: 10.13343/j.cnki.wsxb.20230139

FEMEMFENEVMRBRELERTLARNIE

mAEE T, KmiE ', EEm

1 s EgRBLE R gl B 5l X XIAFSE T CAAS-CIAT A R4zl A scit 2, dbat 100081
2 RO R SR #2208, LA BI At 210095

BUas 35, skEutm, FZhie. B EMAY A SBUEWRIRL LR 0 R IRART]. APk, 2023, 63(5): 1741-1747.
RUAN Zhiyong, ZHANG Ruifu, JIANG Ruibo. The development history of the Microbial Resource Committee of the Chinese
Society for Microbiology[J]. Acta Microbiologica Sinica, 2023, 63(5): 1741-1747.

B OE: PEMANFAMENTRELETAREZT 2009 4, HAHTFIRBHAEN K RAFL
Mt TF . AR A D TR IR 5 TR 4 AR AR AR L3 fo ok 38 5. BRI R AFH Xt 3
KRR A AR FHRAE FRAE, R A DT RARG A5 LR, 3R E A FF 0 R
. AR RSP A 2 A itk KR, A TR AT AR R A B R AHE AT 49
TEHEZ—, Rk, MAVTRELERLANZRERLAKAAETLZEL, HH—FHHREM
A FANEE, RERELZARGFREREREES.

KB MAEDTR; FTEAREDFAMEDTRELER 2 REAAE

The development history of the Microbial Resource
Committee of the Chinese Society for Microbiology

RUAN Zhiyong'", ZHANG Ruifu'?, JIANG Ruibo'

1 CAAS-CIAT Joint Laboratory in Advanced Technologies for Sustainable Agriculture, Institute of Agricultural
Resources and Regional Planning, Chinese Academy of Agricultural Sciences, Beijing 100081, China

2 College of Resources and Environmental Sciences, Nanjing Agricultural University, Nanjing 210095, Jiangsu,
China

Abstract: Microbial Resources Committee of the Chinese Society for Microbiology was

IR E . EXR AR RESE (3211101206, 32070004, 31670006)

This work was supported by the National Natural Science Foundation of China (3211101206, 32070004, 31670006).
*Corresponding author. E-mail: ruanzhiyong@caas.cn

Received: 2023-03-06; Accepted: 2023-04-10; Published online: 2023-04-12



1742 RUAN Zhiyong et al. | Acta Microbiologica Sinica, 2023, 63(5)

established in 2009, with the aim of promoting the research, protection, sustainable utilization
and development of microbial resources, and providing technical support and strategic
guidance for their protection and utilization. The committee actively conducts various forms of
academic exchanges, talent training, and international cooperation, promotes innovation and
development in the field of microbial resources, and advances the development of microbiology
in China. With the continuous progress of science and technology and the rapid development of
the economy, research and utilization of microbial resources has become one of the important
hotspots in the international scientific and technological field. Therefore, the construction and
development of the Microbial Resources Committee is of great significance and will further
promote the development of microbiology in China, enhance China’s academic status and
international competitiveness in the field of microbial resources.
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