PRI EHIX

1331

1348

1364

1378

1392

1402

ZRik

BIEFISEMZSIMERA TR
&, BN, REME, 2EE

BRI RS IRRR TR
3KiE, EEE, O, XAE

ImEEEH - -N-AE SRR R R
FIIER, KM, XBEE

IR R R RRIBTIa RAEIF FERE
EOR, FE, LR, SR, RET

KA RBBEE S HMNE BT
g
wKIN, EEE, REF, KolE, BE

@mERRATIRS BRI TR
SFM, FE, R, LB, REF

1417

1436

1455

1469

1483

1494

1506

Bt XERINAERE HIERREESY
ERRANNEFOH
TE, BYUK, Bk, BE, WFEE, KOE

AR BB AR E IS TR B R AT
REEFLEFPRIN
e, MES, S8E, ERE, /Y

FUREXEFMEY RBEFER S P AR LSS
EEHESE
B, ARE, BE, FR, KER, 50

FXRALRROSEHRZFARAEF R
HENERBEARSEFIERDT

D, BE, KmW, KK, SR, 838,
Wi, fEEE, =

—HEBERHESID BEERIEEE DT
SR, W, KB, KB, B, 20E

SRR TFBEH G E K XERE (Pyrococcus
yayanosii) CHmig#A E BN ERAYER S 14 R
HF(3R37)

KR, PRI, #HR1B

B FIEBERAMogRY BRI FH R H #E
ER MR
EEHR, WE, FAL, Wis

1521

1538

1550

1567

1580

1593

1607

1626

1641

1654

TRV PREF R R AR A R RO T I EL R AL
RERAFT

Kepx, A, TUA, FHE, ToH, IRE,
KRR, IR

BAF TR BRI S5 FRIAR
WwHY, TWH, FiE

FESHRUERTESH/REE L EMER
B R INEETN DT

®A, BEERER, ZFET, KNS, B, MER

EFWEAIER R ZHIF I S LaSotatk
HOTERL
SHE, BT, KK, 8, HEE, T, B8R,
iz

INEFRBRENMEIBTAREEEREE
eiE, K, RAR, XM, HEE, =M

— IR REREEFZY0027 S 1Bk R
EERERADHT
BT, Wl BHR, THR, HER, U9

BtflBarE R 3IKBEARELR
EYEEEHR N B EINRER N
BE, ITKE, HEBE, RWF, 2, TE,
Eig, =8

EX VAT

B E R N SRR
LEFHEHS
SERE, By, TR, BEE

PIAHRSRIEBIEEN1230-9OW M RES
HENERIEEE
SEN, FEE KUFR, HE5, FSN

W= REKEREMHERFE S RIS
W, E, R, EHU

BRARSHE

1668

ETFHELEENBTERECRK ZR0H
IR ER VAN
TRE, iR, THE, HE%E, TR, K, FTiEF,

=BT



CONTENTS

1331

1348

1364

1378

1392

1402

Advances in efflux pump-mediated multidrug
resistance of Listeria monocytogenes
XIA Jing, LUO Yaru, SONG Houhui, CHENG Changyong

Research progress in protein persulfidation
ZHANG Bo, PAN Jiayuan, LIU Zhigiang, ZHENG Yuguo

Research progress in signaling of gut microbiota-
gut-brain-muscle axis
SUN Liwei, GENG Qian, ZHENG Guohua

Research progress in probiotics for prevention
and treatment of atopic dermatitis

WANG Wanni, LI Ying, ZENG Jiahui, XIE Xingiang,
WU Qingping

Research progress in genetic diversity and
evolutionary mechanism of hepatitis E viruses
XU Yongquan, GAO Junshan, WU Qingping,
ZHANG Jumei, XUE Liang

Research progress in the mechanism of freeze-
drying in protecting the high vitality of probiotics
WU Jialin, LI Ying, LIU Zhenjie, CHEN Moutong,
WU Qingping

RESEARCH ARTICLES

1417

1436

1455

1469

1483

1494

1506

Differences of soil fungal community structure
and driving factors between healthy and
mismanaging tea plantations in Heshan of
southern China

WANG Xing, DONG Yijie, FENG Guangda, YAO Qing,
LIU Chenjian, ZHU Honghui

Streptococcus  thermophilus  capable  of
metabolizing galactose: mutagenesis and
application in production of fermented milk

HE Yanyan, TAl Jiahui, LU Wenhui, CUI Xinrui, DAN Tong

Characteristics of bacterial communities in
different habitats of the biofloc-based culture
system of Penaeus vannamei

LUO Nan, LU Guimeng, GAO Fan, CHEN Chen,
ZHANG Demin, GUO Haipeng

Prokaryotic expression of Mycoplasma bovis
LRR5 protein involved in the invasion of
Mycoplasma bovis into host cells

FENG Yaru, ZHOU Mengting, ZHANG Yuyu, ZHANG Ge,
GAO Pengcheng, RAN Duoliang, XU Jian, CHU Yuefeng,
LI Bin

Isolation, identification, and phylogenetic
analysis of an equine coronavirus strain

JING Ran, ZHANG Mengjia, ZHANG Mengdi, ZHU Wenlong,
ZHAO Shan, LI Wentao

Characterization of a thermostable and
piezotolerant prolidase from the hyperthermophilic
archaeon Pyrococcus yayanosii CH1

ZHANG Huanhuan, CHEN Rouke, XU Jun

Role of repressor MogR in flagellar biosynthesis
of Listeria monocytogenes at low temperatures
WANG Guojun, DENG Xia, LI Shaowen, LIU Mei

1521

1538

1550

1567

1580

1593

1607

1626

1641

1654

Aerobic denitrifying bacteria in the phyllosphere:
screening and characterizing of nitrogen
removal performance

ZHANG Jianyun, GU Likun, WANG Yaxi, LI Xiaoyang,
NING Zhiqi, SUN Miaokun, ZHANG Xin, BAI Zhihui

Phosphate-responsive promoter
Heyndrickxia coagulans

QI Xiaoxiao, WANG Limin, YU Bo

region in

Composition and functions of soil bacterial
communities of wild Glycyrrhiza uralensis Fisch.
in habitats with different degrees of salinization
XU Ke, LU Jiahui, LI Xin, ZHANG Jiade, LUO Jiafen,
ZHENG Xuerong

A two-plasmid rescue system for rescue of
recombinant LaSota strain of newcastle disease
virus

ZONG Xianchun, DUAN Shuyu, ZHU Guangmei,
XU Zhe, XIAO Mengmeng, WANG Dan, HE Huaiyue,
WANG Jianzhong

Antagonistic activity and identification of
antagonistic bacteria JB7 against Fusarium
head blight

Bl Yu, ZHANG Lin, YU Hongfeng, WANG Zhigang,
XU Weihui, LI Yang

Polysaccharide hydrolysis activity and genomic
information of Saccharophagus degradans
FZY0027

FU Ziyue, ZHANG Daofeng, HUANG Menghan, LI Jinglin,
SU Haochen, LI Wenjun

Effects of Bt and Bar transformation on
microbial community composition and potential
functions in different tissues of rice plants

GE Lei, WANG Luyao, GUO Guanging, SONG Lili,
WANG Cui, WANG Xiaofu, MAO Chanjuan, LI Peng

Diversity of culturable microorganisms in
pathosphere of Plasmopara viticola and
screening of potential biocontrol strains

SHI Xiaomeng, SHEN Hongmiao, WANG Yacong,
RAN Longxian

Functions of two methyl-accepting chemotaxis
proteins of Pseudoalteromonas arabiensis
N1230-9

JIN Jiafan, SHU Guojing, ZHU Sidong, YANG Jifang,
CHEN Jigang

Diversity and functions of endophytic bacteria
in protocorms of Epidendrum sp.

YAO Na, WANG Tao, CHEN Yan, CAO Xiaolu

TECHNOLOGY AND METHOD

1668

Development and performance evaluation
of a biochemical kit for identification of
Enterobacteriaceae based on numerical

identification method
JIN Lexuan, WAN Qiang, CAO Lulu, YE Qinghua,
WANG Xun, ZHANG Jumei, CAl Zhihe, WU Qingping





