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Tablc1 The statistical analytis of data of the DNA moiecular leagth determined from three
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MORPHOLOGY OF A TRANSDUCING PHAGE AC-5.1 OF
AZOTOBACTER CHROOCOCCUM AND DETERMINA-
TION OF THE LENGTH OF ITS DNA MOLECULE

Fan Chengying Chen Keyong Du Qianyou

(Ingtitule of Botany, dcademia Simica, Beljing)

Flectron microscopic observation sho-
wed that the shape of the transducing phage
AC-5.1 of Azotobacter chroococcum resem-
bles a tadpole; the head of the phage is he-
xagonal; The tail of it assumes the form of
cylinder and can bend naturally; The tail fi-
bers wind round the tail end, so it looks
like a top; as the tsil fibers spread, the tail

end looks like a horse tail. This phage is
adsorbed on the flagella of the host cell.
The DNA is double helix and it is released
from the head. The length of the DNA mo-
lecule is 17.03 £ 0.18 um. The M. W. of
DNA, as calculated by the empirical formu-
la, is about 3.6 X 107 dalton,
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