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R B A £ T B ERYBD 500 HNES
No. ot steains Nazjae of arganisms Phenon Lustance o the central strains in phenons
17 mE S B AT e 0 (b gk the central stran)
13 (B. stearorhermophilus) 1 0.016
29 0,184
48 0 (¥ the central strain)
53 Il 0.104
59 0.164
40 0.185
44 [£1] ¢.009
51 0 (B the ceniral strain)
- . XKBEEFEE K12
AS 1.365 (E. coli K12)

=2 MBEHFERAEN G+ C XSF%
Table 2 G + C mol9% ot B. stearothermophilus

BB S G+ C
No. of RirF%
Name strzin |G + C mol%
ﬂ?}ffﬁ%&” AS 1.365] 50.3
i Y R g 17 33,2
(B. stearothermophilus)

18 32.8

. 29 33.6

. 40 44.8

. 44 36.2

- 48 35.8

”» 51 32.3

” 32 33.9

o 59 3.7
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ot B. stearomophilus
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B. stearothermophiius 17 I r25.1 4.1 1
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B. stearothermophilus 29 | 0.3 3.7| 3.8 2.3
B. stearothermophilus 10 0.8 I1.7] 2.7 1.2
B, stearothermophflus 43 0.4 3.7) 87.2] 8.3
B. stcarothermophilus 48 0.3{ 5.6]100 11.5
B. stearothermophilus 51 0.3 0.3 3.1 50.9
B. stearothermophilus 52 0.2 4.7] 85.0{ 5.0
B. stearothermophilus 39 3.7 1.6 8.1{100
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Fig. | The relationship between the phenctic and genetic groups of Bacillus stearorhermophilus

g A OMEREEEREOD LK, FROHESTREWNhNEFR
FEKShLRNIES, AASEENESETRERNRRE. HRFN
B MR TR ERZANERES.

Note: The centraf strains are in circles *O”, The numbers in brakets under the
non-central strains represent their distances to the central strains. The genetic
groups are connected with straight lines amd the homology percentages are
indicared on the lines.
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Tabic 4 Homology 9 of strain 29 and other strains

) 52 #%
H 8% \ Test strain

Homology % \ AS

\ 1.365

BEHR

Refrence strain

29 40 44 47 18 51 39

29 0.4

100 0.7 0.4 0.4 0.5 ¢ 0.6
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Table 5 DNA-DNA homology ot
B. stearothermophilus
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NCA 1503 51.9 100
240 52.3 92
10 50.9 83
RS 93 54.5 77
ATOC 12018 34.2 74
262 62.2 28
136 47.5 12
iR WEMAHR AR ) 35%

EX,m 17 SHEES DNA e g
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5.40 SE#E DNA I9G +C HH
TEEN 44.8%, SET 8 HER G+ C
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£ X X B
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THE RELATIONSHIP BETWEEN PHENOTYPIC AND
GENOTYPIC GROUPS OF BACILLUS
STEAROTHERMOPHILUS

Cai Miaoying

Hong Junhua

Liu Yutai Wang Da-sj

(Institute of Microbiology, Academra Sinica, Beifing)

The genotypic relationshtp of three
phenons of Bacillus stearothermophiius was
examiped with DNA-DNA hybridization.
Three genotypic groups were formed based
on DNA homology. The strains of the
genotyple groups did not coincide with that
of the phenotiypic groups, bur there were
some correlation with the G+ C contents in
DNA. The G+C contents in DNA of the
same genotypie group fell in a narrower
range, though the strains with similar G+C
contents may not necessarily be in one ge-
notypic group. Central strain distances
within a phenon were also eorrelated with

the G+C contents. If the strains with si-
milar G+ C contents to that of their ecentral
strain, the ceniral strain distances were also
smaller. The result demonstrates that Ba-
eillus stegrothermophilus is a hetergenous
species and supports Brenner’s claim that
the definition of a speeies should be hased
on both phenotypie and genotypic chara-
cteristiics.
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