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Fig. 2 Electron photomicrograph of cells
.of Methanobrevibacter strain HX
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A: Two non-seperated cells;

B: Two seperating cells;

C: Two completely seperated ceils.
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ISOLATION AND CHARACTERIZATION OF
METHANOBREVIBACTER STRAIN HX

Xu Baoxtao

Xi Mingquan

Jin Xiugqgi

(Branch of Shanghai Teacher's College, Shanghai)

A methanogenic bacterial strain isola-
ted from the sewage digestor sludge of
The Shanghai Association for Scienee and
Technology is deseribed. Cells are short,
lancet-shaped to oval rods, 0.5-—0.8 pm in
width, and 1.0—1.2 ym in length. Cells
frequently occur singly or in pairs. They
are gram positive. Colonies on roll-tube
medium are small, transluscent, off-white
in color, and roughly cireular with entire
edge. They show bright blue-green fluo-
Tescenee by epifluore-scence mieroscopy.
The isolate can utilize H,/CO, or formate
for growth and methanogenesis. Cells do
not require added 2-methylbutyrate, CoM,
or amino acids for growth. Cells have no
requirement for yeast extract, trypticase,
rumen fluid, and acetate for growth.
However, yeast extract, trypticase, and
rumen fluid show a stimulatory effeet on
growth and methanogenesis. The isolate
does not grow in the presence of bile salts.
The temperature for optimum growth and
methanogenesis iz 46°C. The pH optimum

is 7.6, with growth and methane forma-
tion over the pH range of 6.9—8.6. In the
medium containing 0.25% formate, 0.2%
yeast extract and trypticase, the minimum
generation time is 10 hr. The DNA base
composition is 31.13 mol% G+ C. Our
isplate has morphologieal characteristics
and DNA @G + C content of the genus
Methanobrevibacter. Judging from ahove
descriptions. it is considered to be a mem-
ber of genus Methanobrevibacter, to which
the name Methanobrevibacter smithii strain
HX is proposed for the time being. The
exact taxonomic placement of this meth-
anogenic bacterium has to be determined
by its indireet immunofluoresesnce reac-
tion with antimethanogen antisera against
currently established different strains
(representing different species) of meth-
anogens,
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