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Fig. 1 Ultraviolet absorption spectrum
of BSMV-X] protein
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Fig. 2 109 SDS-PAGE of BSMV-X] protein
a. Purified protein b, Protein sample of
dissociated virus M. W, of protein markers
were positioned on the left lane
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Table 1 Amino acid composition of BSMV~X] coat protein
P EEEFSH
AR Weight percent Number of molecules
Amino acid BSMV-X] Atabekoy ™ BSMV-XJ Atabekov

RITEHEE Asp 13.17 . 13.23 24 25—26
FaE The 4.78 1.05 10 9
22 @& Ser 4.05 3.47 9 9
LEM: Glu 12.05 11.15 20 19—20
HE & Gly 2.60 2.03 8 8
R Ala 6.80 6.53 19 20
HEE Val 4.82 4.53 10 10
R s Ile 3.82 3.03 n 6
&R Leu I 10.60 20 21
RMERE Tyr 4.00 5.56 5 8
FRE B Phe 5.00 4.52 7 7
$UE AL Lys 4,70 3.68 3 7
A SRS His 3.67 2.37 [ 4
WHEEE Arg 12.16 11.79 17 17
Fis s Pro 7.59 5.68 16 12—13
EREE* Try -+ 4.12 + 5
Bt &M Cyss - - - -
YDA Cys - - - -
U LB Me - - - -
=2H Total 156 §87 - 1590

T AEEREEME, RS T AR

Note: For tryptophane only qualitative analysis was made,
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STUDY OF BARLEY STRIPE MOSAIC VIRUS FROM
XINJIANG OF CHINA

L. AMINO ACID COMPOSITION AND N-TERMINAL OF COAT PROTEIN

Wang Xisofeng Ma Defang Pel Meiyun

(Institute of Microbiology, Acedemia Sinica, Beijing)

Zhang Yiping Qi Guorong

(Shanghai Insticute of Biochemistry, Academia Sinica, Shanghai)

Coat protein was isolated from barley
stripe mosale virns Xinjiang isolate
{(BSMV-XJ) by ealcium chloride dissocia-
tion. The analysis of amino acid composi-
tion showed that the BSMV-XJ protein
contained 16 amine acids, amang which
Asp, Glu, Ala, Leu and Arg were in high
percentage and without Cyss, Cys and
Met. The M. W, estimated by 10% SDS-

PAGE was 23X10°. N-terminal of BESMV-
XTI protein determined by DNS-methed
was enclosed.
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