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Fig. 1 Construction of recombinant plasmid
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6. KABITE pUCLS; R IE RRL
Fig. 2 la situ colony hybridization of trans-
formants containing pPMM-CTI1 recombinant

plasmid using CT gene probe
1.-V. cholerae 569B; 2—5, E. coli
(pMM-CTIL); 6. E. coli (pUC1S)
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B3 pMM-CTII DNA Fy8 3447

A. BB s

B. F—#RH [«-*P] CT DNA HFEMNER
1. EcoRI/Xbal WESRRA pUCIS DNA

2,3. EcoRI/Xbal WESRT pMM-CTII DNA
4. HindII1 E5RREY A DNA {EX45 T Binf

Fig. 3 Gel electrophoresis of pMM-CT 11 DNA
and its southern autoradiogram

A. Ethidum Bromide stain

B. The same sample hybridized with [@-**P] CT
DNA

1. BcoR1/Xbal-digested PUCIS DNA

2,3. EcoR1/Xbal-digested pMM-CTII DNA

4. HindIil digested ADNA as marker
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Fig. 4 Detection of V. cholerae Ol and non
Ol strains using CT gene probe

A. V.cholerae Ol group
1,2: Strain 569B classical biotype Inaba serotype
3,4: Strain 0395 classical Ogawa Serotype
B. V.cholerae non Ol group
1,2: 0O37s 3,41 N53
C. V. cholerae O1 Eltor
1,2: 178 3,4: 2T 2
D. V. cholerae Ol non toxigenic
1,2: 1196-78; 3,4: 1074-78
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Fig. 5 Detection of V. cholerde strains from paticots and envirooment using CT gene f)robe

1. 52 cpidemic strains 2. 50 resistant strains
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CONSTRUCTION OF V. CHOLERAE TOXIN GENE
PROBE AND ITS USE FOR THE DETECTION
OF V. CHOLERAE

Zhou Jianguang  Ma Qingjun

Zhou Jiapxin®*

Xiong lingshuang

(Instirute of Basic Medical Science, Academy af Milisary Medical Sciences, Beifing)

A recombinant plasmid pMM-CTIil con-
taining cholerae toxin (CT) gene was con-
The specific DNA frag-
ment from CT gene was obtained by Xbal
and EcoRI double digestion of pMM-CTII fol-
follow by agarose gel electrophoresis and then

structed in virro.

labelled with @-"P using nick translation
technique, The labelled CT probe showed po-
sitive hybridization results with classical V.
cholerae Ol group and Eltor toxigenic strains
and negative hybridization results with Ol
group nontoxigenic strains. We also idennifi-
ed 52 epdemic and 30 resistant strains of V.

cholerae Eltor which were typed by bacterio-
phages and isolated from clinical specimens
and environment, The detection ratio of to-
xigenic sirains were 92% and 16% respective-
ly. 1t shows that CT gene analysis is more
accordance and confident than bacteriophage

classification method.
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Gene probe; Cholerae toxin; V. cholerace

* Department of Biochemistry, The third Military
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