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Table 1 Bacterial siraics and plasmids

HESHE * #® 83 x B
Strain & plasmid Relevant characteristics Reference
R, astrggali

7653R wild type, Nod+Fixt [33
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§52-51 MNod*Fix~ derivative of 552 3]

SR72 wild type, Nod*Fix~ i1
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R. fredii
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Fig. 1 Location of the nodulation genes in R, asiregali
(A) Plasmid pattern of the strains and (B) hybridizatien pattern of the plasmids
with ¥P-pRmSL42. Lane 1. 7653R; lane 2. 7653R1; lane 3. 852; lane 4. $52-S2;
lane 5. SR72; lane 6. HR104; lane 7. R. phascoli strain 3622-15; lane
8. R. fredii strain USDA205.
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2 SRAXBME SR72,HR104 [GH DNA/ 3% DNA (RFM B S ¥P-pRmSLAZ B es

AN B ki, 3Rk T R3ME4 ADNA-EcoRI (ffy kb), BABHEBREE,
ATMES: P Pstl;HX Hiodlll; E % EcoRl; B BamHI, EMKmEEs, £
WAL G BAL DNA, A7, % 2 DNA,

Fig. 2 Hybridization of *P-pRmSL42 to Southern blots of restriction enzyme
digests of plasmid DNA/total DNA from R. astragali strains SR72 and HRI104

(A) Digest pattern of plasmid DNA/total DNA, the molecular standard is A DNA-
EcoRl fragments (kb); (B) Hybridizatien patterns. The abbreviations of restriction
cozymes used: P, Pstl; H, Hindlll; E, EcoRl; B, BamHI. In each digest treatmemt,

the left it the digest of plasmid DNA, the right iz the digest of total DNA.
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Based on the conservation of ned ABC
genes in - Rhrzobiwm, authors located the no-
dulation genes on the plasmids of Rhizebium
astragoli. Both plasmid pRa7653Ra and plas-
mid pRa7653Rb carried nad genes in strain
7653R. Only plasmid pRa5la carried nod
genes in strain 852, In strain SR72, \he nod
genes were harbored exclusively on plasmid
pRa7ia, the BamHl, Hindlll and Pstl frag-
ments contained nod ABC genes were 22.4 kb,
1.9 kb and 2.2 kb respecily; the EcoRl frag-
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ments were 4.6kb and 3.0kb. In strain

HR 104, the nod genes were harbored exclusi-
vely on plasmid pRalC4a, the BamHI, EcoRI
and Pstl fragments contained ned ABC genes
were 22.4 kb, 9.1kb and 2.2 kb respectly.
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