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ZLBBHCERN CCl FEHEEL, BB TH/NFAFE (Bocillus pumiius) B
Hitk PPO, ZMERERFHEY 20 MENLS. KNTKEZHNE, BMOTHREE
BN B, MERR DNA FURRE SE A V)R MRk M SE X EEA DNA 2 [EHy i F R
RERIE K PPO HINAQEHEHFE DNA AR ER—RERH K.

KA /AU O GRPR E AG R ik PPO

BEREAT ZahTEAR, HE
TR BWEERREEEMERDPER, B
A 8 3R F — M o e B R 3 Ve 4k RSk B 38
EfL, A EdWERAZE FLE, FS
BEEWHERE, AEH&REERVOEHRA
ME AN, ERSFZELSEX 5 4R
22 Fho e HE AU BR AR B (R AT L B
SR RAHMS FERMFER BT T H
T FEBREUEERE ERSHERA
S IR, B R AR RS R I A e,
H BB B H0H T 48 00 Ry A R,

kR R R L AR Ew
BRI, MAISAARREERD, H
HE—REEEFNNEEO R 2 F
DNA, #hEEFMITFE (Bacillus subiilis)
Ik FEREEE k. PBSHU™ Fnip kK 2EFFF 53
(Bacillus  lickeniformis) fik b Mg 2
PBLBR Tk — 37, Hilik 20 i fhia
T T ek e 5 B 0,

WANFHAHE  (Bocillus  pumilus)
209 EBLENBEECES, HBEREEL
HEWI—IORE AR PPO, A XHBE
B R FEWE, FREINY)EES 57 & 5
DNA 53 F 0 % J5 5L UE B 7 o s 1 M i
% PPO R—f R EEEE DNA kg
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B. pumilus 209 ZE={EE, LB B

REVHEAFEEERRREEAES R
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(D) BEHESBRELAL
#EAHFE Haas®™ HHERME

®, WUEBEFWA LB BAERE 100
fi&, 37°C EKFEFE ODe=0.4, AL
ZER C (0.8pg/ml), HALLIFEH 20min,
BOFLAR, HEETHFEABNE M
AR LB B h, 37°C SR H E R
(#5 3—4h), WHEBMEE, MA lmol/L
NaCl#1 10 mmol/L MgCl,, 8000r/min 3¢
> 15ming, F{E#@EFRIMA 9% PEG6000,
8000r/min B,y 20min, FTEIT R T
H ARG (& 10 mmol/L MgClL, I 1%
NHLAC)th, jnA DNA Efl RNA &
50ug/ml, 37°C AKEMRIE 30min, fRA 20
mmol/L EDTA J5i, bS5 iR mizk, L i
WLl 26,000r/min CsCl 25 EERSEE By 120
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min, FTEH 8 O BECER R, HX &
BB Pi x5 BT & o

(=) DNA %l

BEEk DNA &% Maniatis &0
Fik; M DNA H&% Palva HEY,

(m) Bk (EM) %z

BEPAARRRRLL 2% SRR MAEL tmin,
Pl Philips EM400ST HL {8,

(Z) DNA 4 F %

DNA 43238 #% Maniatis £73% 47,
e O FA N AR E R ER S A A
Ao

(R) BRREN

BRI B B N E0ES. DNA E§, RNA &
FEBEOBKMEEREYTE A =
#PEFFECHEHHEZEX Kiowa Hakko Ko
gyo 2,

& *

(=) ERRE

WA BIR PPO &R E CsCi BE
BERLE, EEERNTETHEX 2%
REWET, ERETIREEAHNET

BHEREHOES(A 1D, BREHRHMN
i, BENELEEN—NREEE
KERBXRE 1), EHF O RBIR
(B 2), AEE 20 mik (& 2), HEPK
MRE 1, RBHOTRFAEERILRE
#2(A 2), BHSARZRANESRERR
WHEABN Y ARAHZOER, UTR
WAL RE L TB3E,

B 1 i@k PPO MEEEE
Fig. 1 Morphology of tail phage PPO,
detailed explaination in contexi
{Magnification 75000x)

M PERRMIEESERDIRED
Fig.2 Morphoiogy and structure of phage PPO (Explsination in detadl

in the coatexr, Magnification 239 000x)
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%1 wNik PPO Zigtrmyiih
Table | Dimensions of phage PPQ particles

Hhr Parc Fsh Size (nm)
L#MER Head 33
E#h Tial core 7210
Et§ Sheath 17120

(=) % PPO DNA it K
Hk2EBUNWEE PPO DNA i

BEE AN ERMESF & 5 10—
15kb, LRH BN UIEE EcoRI-EYIG,
R EEERERIE AR E
B, MEKBUEEABRESFEHA
BN —-RE (B 3-A), 4L 7P ¥R
ICWEEE DNA NEHEHEEER
DNA 35, FriB & RIE —E R ERYN
(A 3-B), MmIEMAT ®iglitk PPO 2 —
MREZEFE DNA BI&RMEE E K,

e L

B3 W@k PPO DNA gl dsk (A) § Southers Hiyksrig (B) Ll P Kidkym:
DNA A#Es) BEd 1,5 %4 FEiTiE: SPPI DNA/EcoR 1; 2,6
DNA; 3,7 PPO DNA/EcoR]; 4,8 %5 %HEM DNA/EcoRI
Fig.3 Argarose gel electrophoresis (A) and Southern blotting analysis (B) of phage
particle PPO(*'P-labeled host DNA was used as probe) Lane |, 5. Molecular weight
marker:SPP1 DNA/EcoRl; Lane 2,6. PPC DNA; lane 3,7. PPO
DNA/EcoRI; Lane 4,8, Host genome DNA/EcoR]

i #
WANERATE (B. pumilus) 209 B
Btk PPO RELBNEAZER: 20 H
KRN KT ERHENE. EEEN
THmREERNRE, SRHESERESY
BHRAVGIER B, subtilis GRIEWEEK
SPBH 15y fE{l, WRHBIEBAYARESTE
Wk F DNA 5 FRZGREN, ZFEEK
DNA 5FLEAKE DNA HERE, M

VE B & R — T ik P B
ABEEYSLIAREY & 4 B B. pu-
milus 289 B, FTREBHOEEETN S
PPO JUIF-EX 5o ERUXFHE B. pumilus
R EREARRSE TER R Rk
ARBRSEHOEEEA L # &,
BRAFHWEE AR S SPBH 148 Bl
XECERIPIE R AZFRATER A | B 5%
ekt EEE X R, Hik, #—PHsk
HRAFEREREEEAN KRR
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DEFECTIVE BACTERIOPHAGE PPO IN BACILLUS PUMILUS

Jiang Ruzhang

Fap Tinyu

(Departmen: of Biology, Nankai University, Tianjin)

Defective bacteriophage PPO in B. pu-
milus was prepared by mitomycin C induction,
followed by CsCl density gradient centrifuga-
tien. The morphology of the phage consists
of isosahedral head, tail with contractable
sheath, and base plate with fibles attached to
distal of che sheath. The result of hybridiza-
tion of DNA extracted from phage particles

with host DNA labeled with ®P showed that

were homologous. Therefore author consider-
ed bacteriophage PPO is a defective one in
B. pumilus.
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